PDC-M69A_WP_216276383.1 (CDS_0035)
32 33 34 Type_V_V_U4Cas12(CDS_0036) 37 38 39 cas12f2 V-F_3(CDS_0040) 41 42

L

IMGVR_UViG_3300045988_166299|3300045988|Ga0495776_164582:23,548-31,150 (+)

%
v

IMGVR_UViG_3300045988_167464|3300045988|Ga0495776_056834:40,513-45,571 (+)
59 60

" E——
MGV-GENOME-0367981:43,841-48,855 (+)

HEase_00016 homing (CDS_0056) 60 61 62 63 64

DU S e — ]
MGV-GENOME-0367858:41,457-50,777 (+)
HEase_00016 homing (CDS_0055)

IMGVR_UViG_3300045988_166823|3300045988|Ga0495776_111997:42,004-47,668 (+)
57 cas12f2 V-F_3(CDS_0058) Cas14u CAS-V-F; (CDS_0060)

e [ [ w—
IMGVR_UViG_3300045988_165853|3300045988|Ga0495776_074419:44,504-51,932 (+)

59 61

IMGVR_UViG_3300045988_163084|3300045988|Ga0495776_164556:43,811-49,020 (+)
23 27

IMGVR_UViG_3300045988_165538|3300045988|Ga0495776_143008: 13,609-20,134 (+)
29 HEase_00016 homing (CDS_0032)

I EE— E—
IMGVR_UViG_3300045988_167506|3300045988|Ga0495776_130045: 17,254-23,116 (+)

wW
o

MGV-GENOME-0369492:23,921-29,151 (+)
Cas14u CAS-V-F; (CDS_0061) 62

IMGVR_ UV|G 3300045988_169240|3300045988|Ga0495776_ 141207 45,102-52,659 (+)
Type_V_V_U3 Cas12 (CDS_0058)

w
o

MGV-GENOME-0369152:42,229-50,120 (+)
HEase_00016 homing (CDS_0060)
61 65 68

IS S N S——— ————
SRS143070_al ct5165 vs1:42,057-51,622 (+)

30 31

IMGVR_UViG_3300045988_161846|3300045988|Ga0495776_092615:17,853-22,531 (+)
50

MGV-GENOME-0362316:37,948-41,661 (+)
anti-repressor Ant (CDS_0047)
45 46 48 49 50 52 53

’ M K < OO {0
]
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IMGVR_UViG_3300045988_161947|3300045988|Ga0495776_092471:36,944-46,988 (+)
52 53

IMGVR_UViG_3300045988_162114|3300045988|Ga0495776_092617:41,620-47,668 (+)
61 62

IMGVR_UViG_3300045988_164841|3300045988|Ga0495776_017820: 44,684-49,701 (+)
61 62

MGV-GENOME-0369234: 44,684-50,032 (+)

42 43 44 45 46 4748  cas12f2_V-F_2(CDS_0050) 51
| Sy Oy D 0. S N g 0 ey Wy W F S g B
MGV-GENOME-0367163: 35,670-46,332 (+)
22 24 28 29 30 31
!Q EE—— I E— E— e e - — A —— O ————————————————
IMGVR_UViG_3300045988_163380|3300045988|Ga0495776_188390: 12,469-23,641 (+)
22 anti-SOS response (APIS156) (CDS_0023) 24 cas12f2_V-F_3(CDS_0028) 29
& S o o e e S S —

MGV-GENOME-0368597:13,723-25,278 (+)
4000 nt i
transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




