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uvig_391374:39,458-43,773 (+)
138 135 134 133 132 131 130 129 124

MGV-GENOME-0362677:62,501-67,663 (-)
SAM-dependent methyltransferase
66 67 68 72 73 74 77 79
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uvig_328697:40,052-46,173 (+)

72 3 74 75 76 77
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IMGVR_UViG_3300045988_105933|3300045988|Ga0495776_166555:41,060-46,830 (+)
46 50 51 52 53 54

MGV-GENOME-0357235: 15,128-20,556 (+)
137 136 135 134 133

I S E—
MGV-GENOME-0367972: 64,500-68,736 (-)
48 49 50
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MGV-GENOME-0363616:16,951-21,187 (+)
138 137 136 135 134

I —— —
MGV-GENOME-0359921:63,363-67,103 (-)
131 130 129 128

uvig 497364:62,538-66,118 (-)
47 49 50

S e S E—
MGV-GENOME-0359243:20,096-23,687 (+)
131 130

I —
MGV-GENOME-0369388:58,755-62,346 (-)
145 143 142 141 140

—————— — S
MGV-GENOME-0364463: 67,206-70,752 (-)

71 74 78

MGV-GENOME-0355470:43,302-47,082 (+)
63 64

uvig_483504: 40, 165 42,630 (+)

55 58 59 60 62
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uvig 486588:36,216-40,949 (+)
2000 nt 1

other unknown function
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