
SAMEA2737787_a1_ct9275: 16,930-38,858 (+)

17 18 19
20

21 22 23
amidase (CDS_0024)

25 26

ShosTA__ShosT (CDS_0027)
ShosTA__ShosT (CDS_0028)

ShosTA__ShosA (CDS_0029)

30
DNA polymerase (CDS_0031)

UmuD-like protein (CDS_0032)

33 34 35 36 37 38 39

IMGVR_UViG_3300045988_164186|3300045988|Ga0495776_187857: 16,930-33,434 (+)

25 26 ShosTA__ShosT (CDS_0027)

uvig_141130: 16,930-38,783 (+)
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IMGVR_UViG_3300039345_000019|3300039345|Ga0169235_0011|2-62842: 16,889-38,196 (+)
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IMGVR_UViG_3300029076_000043|3300029076|Ga0169233_100010|196549-257125: 16,889-35,932 (+)
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IMGVR_UViG_3300045988_160558|3300045988|Ga0495776_156412: 16,889-36,579 (+)
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uvig_154328: 16,889-47,481 (+)
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DNA polymerase (CDS_0037)
UmuD-like protein (CDS_0038)
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IMGVR_UViG_3300023720_000248|3300023720|Ga0257049_100059|3-63447: 14,297-38,797 (+)

SigE (VF0295) (CDS_0016)
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uvig_270688: 14,297-38,721 (+)
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IMGVR_UViG_3300029092_000268|3300029092|Ga0169182_100002|175542-238209: 14,300-38,392 (+)
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MGV-GENOME-0329783: 14,296-34,664 (+)
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IMGVR_UViG_3300029229_000004|3300029229|Ga0167470_100388: 16,930-39,046 (+)
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tRNA-Ile(AAT)
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uvig_288395: 16,930-40,997 (+)
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