DNA primase (CDS_0034)
28 29 30 31 32 tail fiber protein (CDS_0033) transcriptional regulator (CDS_0035) 36 37 oMTase_00010 orphan (CDS_0038)

NC_049825.1:23016-31,729 (+)
tail fiber protein (CDS_0032)

I E——
uvig_356372:22,981-32,553 (+)

tail fiber protein (CDS_0032)

— . . I —— . R
NC_049824.1:22,862-32,222 (+)

tail fiber protein (CDS_0032)

I E——
NC_049821.1:22,897-32,435 (+)

tail fiber protein (CDS_0046)

I
SAMN10290180 a1 ct22817 vs1:17,054-26,414 (-)
tail fiber protein (CDS_0032)

T ———
NC_049852.1:22,867-32,534 (+)

tail fiber protein (CDS_0032)

NC_049823.1:22,863-31,722 (+)
tail fiber protein (CDS_0032)

NC_049827.1:22,999-32,497 (+)
tail fiber protein (CDS_0032)

MGV-GENOME-4425286:22,704-32,045 (+)
tail fiber protein (CDS_0032)

NC_049826.1:23017-32,402 (+)
tail fiber protein (CDS_0032) tail fiber protein (CDS_0033)

I
Rampelli_SM_25 NODE_141 _length 51839 _cov_10.912135:23,019-32,998 (+)
tail fiber protein (CDS_0032)

I
MGV-GENOME-0314915:23,019-33,018 (+)
endonuclease (CDS_0009) tail fiber protein (CDS_0014)

MGV-GENOME-0236669: 5,714-15,435 (+)

oMTase_00010 orphan (CDS_0039)
tail fiber protein (CDS_0033) 38 40

|
MGV-GENOME-0313456:23,012-32,587 (+)
Erf-like ssDNA annealing protein (CDS_0027)
31 tail fiber protein (CDS_0033) tail fiber protein (CDS_0034)

wW
o

et el ——
NC_021331.1:22,154-32,333 (+)

tail length tape measure protein (CDS_0026)
exonuclease VIII (CDS_0025) 30 tail fiber protein (CDS_0031)

E——
NC_049853.1:20,851-31,226 (+)

4000 nt i
DNA, RNA and nucleotide metabolism tail transcription regulation unknown function defence (PADLOC)
—_—




