
IMGVR_UViG_3300045988_142833|3300045988|Ga0495776_020721: 13,414-34,336 (+)

20

distal tail protein Dit (CDS_0021)
tail protein (CDS_0022)

23 24 25 26 27 2829 30 31 32 33 34 35
retron_type_VI_hth_cluster2_1 (CDS_0036)

37 38

MGV-GENOME-0288565: 13,414-34,288 (+)

27 2829 30 31 32

MGV-GENOME-0272236: 18,415-31,056 (+)

30 3132 33 34

IMGVR_UViG_3300045988_143669|3300045988|Ga0495776_020529: 13,414-34,134 (+)

tail protein (CDS_0022) 27 2829 30 31 32 33

IMGVR_UViG_3300045988_143136|3300045988|Ga0495776_020722: 13,414-34,336 (+)

27 2829 30 31 32 33

MGV-GENOME-0287891: 13,414-34,134 (+)

27 2829 30 31 32 33

MGV-GENOME-0264707: 13,414-31,149 (+)

27 2829 30 31 32 36 37

MGV-GENOME-0300688: 13,414-37,136 (+)

27 2829 30 31 32 33 36
capH (CDS_0037)
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uvig_170515: 13,414-48,038 (+)

27 2829

endolysin (CDS_0030)
integrase (CDS_0031)

32

endonuclease (CDS_0033)
endonuclease (CDS_0034)

endonuclease (CDS_0035)

PD-Lambda-1_WP_005960421.1 (CDS_0036)

37
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39

RelE-like toxin (CDS_0040)

transcriptional regulator (CDS_0041)
Retron_VI__HTH (CDS_0042)

43 44
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47 48

DNA polymerase (CDS_0049)

50
51 52

nuclease (CDS_0053)
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uvig_161412: 13,414-40,464 (+)

27 2829

endolysin (CDS_0030)
integrase (CDS_0031)

32

endonuclease (CDS_0033)
endonuclease (CDS_0034)

PD-Lambda-1_WP_005960421.1 (CDS_0035)

36
37

38

RelE-like toxin (CDS_0039)

40

transcriptional regulator (CDS_0041)
Retron_VI__HTH (CDS_0042)

43

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC)


