MazG-like pyrophosphatase (CDS_0043) ribonucleoside-diphosphate reductase large subunit (CDS_0052)
42 44 45 46 47 48 49 50 51 [ 53 54

| S I
MGV-GENOME-0323595: 36,214-44,537 (+)
DNA polymerase 45 47 48 53

—
uvig_309611:35,124-42,806 (+)

45 46 52 53 54

MGV-GENOME-0320511:34,593-43, 894 (+)
45 46 47 48 50

- L B8 I |
IMGVR_UVIG_3300045988_070865|3300045988|Ga0495776_183949: 34,279-42,729 (+)
46 47 48

MOV-GENOME.0322830: 35454 44,316 (+)

45 47

|
uvig 165409: 35,367-43,929 (+)

45

—1 — T ] e
IMGVR_UViG_3300045988_115829|3300045988|Ga0495776_058057:34,676-43,253 (+)

41 DNA polymerase (CDS_0042) 45 47 49

SAMN11252270_a1_ct24493:31,413-44,346 (+)

44 49 50 52
— N
uvig_156474:35,484-43,860 (+)
48
I EE— 1 ——— e e e e — ——
MGV-GENOME-0322089: 36,031-43,745 (+)
41 43 44 45

| | I — I
IMGVR_UViG_3300045988_138414(3300045988|Ga0495776_093452: 34,135-44,059 (+)
5000 nt i
DNA, RNA and nucleotide metabolism other unknown function tRNA
I I




