holin (CDS_0017)

13 14

MGV-GENOME-0320511:15,751-24,279 (+)
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IMGVR_UViG_3300045988_070865|3300045988|Ga0495776_183949:15,741-24,287 (+)
18 19 20 21 23

uvig 309611:15,854-25,135 (+)
20 21 26

e
IMGVR_UViG_3300045988_115829|3300045988|Ga0495776_058057:16,907-25,279 (+)
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SAMN11252270_al_ct24493:16,870-25,470 (+)

' | — I W W | - e . ———
uvig_156474:16,866-25,297 (+)
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MGV-GENOME-0323595:17,574-26,982 (+)

——— I — - I S s EEEeeee—
MGV-GENOME-0292361:18,786-26,137 (+)
18 19 20
e s e —— —— - - . S S —
IMGVR_UViG_3300045988_110280|3300045988|Ga0495776_069076:15,910-24,579 (+)
21 23 28
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MGV-GENOME-0315224:19,194-25,926 (+)

16 19 21 22
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uvig_396217:16,144-25,498 (+)
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