
MGV-GENOME-0362939: 81,008-87,782 (+)

63 64 65 66 67 68 69 70 71 72 73 74 75 76 77 78

IMGVR_UViG_3300030040_000025|3300030040|Ga0134560_1000044: 83,415-89,520 (+)

69 70

uvig_591131: 1,690-8,599 (-)

811121314151617

SAMN09781776_a1_ct146086_vs2: 62,802-69,711 (+)

60 61 62 63 64

MGV-GENOME-0361780: 79,361-85,705 (+)

61 62 63 64

MGV-GENOME-0336493: 1,159-7,017 (-)

8910

TemPhD_cluster_31058: 82,158-88,542 (+)

67 68 71

uvig_92744: 3,629-8,962 (-)

141516

MGV-GENOME-0361638: 79,740-85,644 (+)

66 67 74

IMGVR_UViG_3300045988_065287|3300045988|Ga0495776_027410: 80,166-85,556 (+)

66 68 71

MGV-GENOME-0359501: 76,593-81,559 (+)

65

uvig_372388: 81,931-87,227 (+)

65

MGV-GENOME-0319840: 40,330-46,119 (+)

54 55

MGV-GENOME-0338574: 57,115-62,387 (+)

48 49 50

MGV-GENOME-4433578: 81,735-88,014 (+)

68 69 70 71

IMGVR_UViG_3300045988_055946|3300045988|Ga0495776_000758: 82,295-88,441 (+)

67 68 69

MGV-GENOME-0340428: 52,281-58,194 (+)

51 52 53 54

IMGVR_UViG_3300029424_000006|3300029424|Ga0243789_1000138: 81,259-86,992 (+)

67 68

IMGVR_UViG_3300045988_031438|3300045988|Ga0495776_000234: 83,427-89,756 (+)

67 68 69 70

IMGVR_UViG_3300045988_054019|3300045988|Ga0495776_003043: 78,810-85,016 (+)

64 65 66 67

IMGVR_UViG_3300045988_044089|3300045988|Ga0495776_132037: 75,876-82,503 (+)

61 62 63

uvig_195763: 57,192-63,321 (+)

51 52 53

uvig_350847: 79,330-86,514 (+)

63 64 65 66 67 69

uvig_348469: 79,414-86,521 (+)

63 64 65 66 67

MGV-GENOME-0363047: 80,638-87,295 (+)

66 67 68 69 70

MGV-GENOME-0347041: 2,021-8,564 (-)

12131415161718

uvig_395899: 81,716-88,024 (+)

68 69 70

TemPhD_cluster_31057: 82,158-88,268 (+)

67 68

IMGVR_UViG_3300045988_050934|3300045988|Ga0495776_132203: 77,080-83,300 (+)

63 64 65 66

uvig_518527: 59,266-66,234 (+)

58 59 60 61 62

IMGVR_UViG_3300029211_000008|3300029211|Ga0168693_100116: 73,102-79,903 (+)

59 60 61 62

IMGVR_UViG_3300045988_052325|3300045988|Ga0495776_002885: 79,934-86,496 (+)

63 64 65 66 67

OTU_181: 81,264-88,236 (+)

71 72 73 74 75 76

IMGVR_UViG_3300045988_040794|3300045988|Ga0495776_066036: 81,217-87,840 (+)

67 68 69 70

IMGVR_UViG_3300045988_034382|3300045988|Ga0495776_096315: 75,088-81,237 (+)

62 63 64

MGV-GENOME-0336417: 55,074-61,617 (+)

51 52 53 54 55 56 57

MGV-GENOME-0338126: 54,444-60,688 (+)

44 45 46 47

IMGVR_UViG_3300045988_039146|3300045988|Ga0495776_000761: 81,954-87,924 (+)

70 71

uvig_371640: 78,848-85,281 (+)

62 63 64 67

uvig_264294: 51,959-58,333 (+)

55

IMGVR_UViG_3300045988_044009|3300045988|Ga0495776_011855: 84,133-90,297 (+)

64 65 66 70

MGV-GENOME-0345963: 57,302-63,413 (+)

51 52 53

uvig_575872: 78,333-85,455 (+)

63 64 65 66 67

uvig_573957: 82,115-88,587 (+)

67 68 69

IMGVR_UViG_3300045988_038756|3300045988|Ga0495776_057284: 80,124-87,387 (+)

66 67 68 69 70 71

uvig_322255: 73,577-80,510 (+)

60 61 62 63 64

MGV-GENOME-0372976: 110,901-117,287 (+)

91 92 93 94

MGV-GENOME-0364212: 81,976-89,079 (+)

67 68 69 70 71

MGV-GENOME-0361915: 78,340-85,630 (+)

61 62 63 64 65 66

IMGVR_UViG_3300045988_030986|3300045988|Ga0495776_002968: 80,054-86,990 (+)

66 67 68 69 70

MGV-GENOME-0360562: 77,463-83,301 (+)

63 64

uvig_512692: 56,217-62,419 (+)

50 51

IMGVR_UViG_3300045988_049914|3300045988|Ga0495776_027399: 78,644-84,878 (+)

63 64 65

MGV-GENOME-0360825: 77,913-84,400 (+)

62 63 64 65

MGV-GENOME-0352732: 65,704-71,707 (+)

55 56 59 60

uvig_92508: 78,675-85,327 (+)

66 67 68

uvig_474845: 76,199-82,673 (+)

64 65 66 67 70

IMGVR_UViG_3300045988_056681|3300045988|Ga0495776_027248: 77,192-84,334 (+)

59 60 61 62 63 64

MGV-GENOME-0360991: 77,192-84,334 (+)

59 60 61 62 63 64

MGV-GENOME-0344433: 66,024-70,252 (-)

585960616263

uvig_587172: 51,152-55,159 (-)

4445

SAMN09781747_a1_ct105473_vs1: 61,131-65,408 (-)

5152535455

uvig_582027: 78,115-86,987 (+)

58 59 terminase large subunit (CDS_0060) 63 64 65

IMGVR_UViG_3300045988_068744|3300045988|Ga0495776_002884: 79,198-86,418 (+)

62 65 66 67

uvig_583476: 78,186-86,100 (+)

64 65 66 67

MGV-GENOME-0365181: 81,931-89,918 (+)

70 71 72 73 74

IMGVR_UViG_3300045988_048401|3300045988|Ga0495776_000145: 82,016-89,858 (+)

70 71 72 73

MGV-GENOME-0364353: 82,037-89,507 (+)

72 73 74

MGV-GENOME-0361183: 78,066-85,496 (+)

64 65 66 67

uvig_306740: 79,872-88,299 (+)

61 62 terminase large subunit (CDS_0065) 68 69 70 71 72

uvig_581691: 81,459-89,211 (+)

65 66

IMGVR_UViG_3300045988_049929|3300045988|Ga0495776_012296: 82,078-89,893 (+)

70 71

Reyes_2015_F93_T1_NODE_1_length_99626_cov_37.804350: 81,185-90,423 (+)

65 66 67 68

uvig_575351: 80,958-88,083 (+)

69 70 71 73

uvig_575884: 80,842-87,641 (+)

69 70

uvig_573020: 85,125-91,599 (+)

65

uvig_587793: 78,391-87,480 (+)

68 69 70 71

SAMN10080930_a1_ct16828_vs1: 77,320-85,740 (+)

67 68 69 70

uvig_594296: 53,103-62,063 (+)

56 57 58

MGV-GENOME-0342972: 62,322-67,289 (+)

5051 52 53

MGV-GENOME-0358738: 75,982-81,984 (+)

6465 66 71 72

uvig_523276: 75,809-82,523 (+)

63 64 65 66 67

MGV-GENOME-0336452: 864-6,509 (-)

45678910

MGV-GENOME-0327224: 2-3,636 (-)

12

IMGVR_UViG_3300045988_053636|3300045988|Ga0495776_000660: 80,156-87,118 (+)

58 63 64 65 66

MGV-GENOME-0362984: 80,156-87,118 (+)

57 63 64 65 66

3000 nt

DNA, RNA and nucleotide metabolism head and packaging unknown function


