
MGV-GENOME-0336493: 14,462-23,377 (+)

23 24 25
ATP-dependent DNA ligase (CDS_0026)

27 28 29 30 31 32 33 34 35 36

SAMN10080930_a1_ct16828_vs1: 60,795-68,686 (-)

444546DNA primase

MGV-GENOME-0354705: 60,168-68,620 (-)

4041

IMGVR_UViG_3300045988_033966|3300045988|Ga0495776_131916: 60,065-68,938 (-)

424344

MGV-GENOME-0365181: 64,934-72,225 (-)

4647

MGV-GENOME-0364247: 65,594-73,063 (-)

474849

SAMN09781747_a1_ct105473_vs1: 13,223-20,692 (+)

19 20 21

uvig_582027: 62,016-69,485 (-)

404142

uvig_593709: 11,943-19,752 (+)

17 18 19 20

uvig_581691: 65,736-73,562 (-)

43444546

uvig_587793: 62,551-70,495 (-)

46474849

uvig_591131: 17,233-25,709 (+)

37 38 39 40

SAMN09781776_a1_ct146086_vs2: 45,692-54,168 (-)

37383940

uvig_594296: 36,290-45,191 (-)

2833343536

MGV-GENOME-0344923: 41,484-47,489 (-)

3132

uvig_195763: 42,555-48,560 (-)

3132

uvig_372388: 64,448-72,207 (-)

424344

uvig_573020: 66,894-76,529 (-)

HNH endonuclease (CDS_0043)444546

IMGVR_UViG_3300045988_043553|3300045988|Ga0495776_044143: 61,653-69,650 (-)

3641424344

MGV-GENOME-0360825: 61,708-69,394 (-)

424344

MGV-GENOME-0345963: 41,115-48,669 (-)

3233

uvig_474845: 61,754-67,565 (-)

4445

uvig_322255: 59,044-64,940 (-)

41

IMGVR_UViG_3300029424_000006|3300029424|Ga0243789_1000138: 66,499-72,628 (-)

48

uvig_348469: 64,431-70,791 (-)

4344

IMGVR_UViG_3300045988_049914|3300045988|Ga0495776_027399: 63,844-70,010 (-)

4344

MGV-GENOME-0358738: 59,913-67,339 (-)

4445

IMGVR_UViG_3300045988_040748|3300045988|Ga0495776_132195: 63,280-69,182 (-)

41

IMGVR_UViG_3300045988_065287|3300045988|Ga0495776_027410: 65,072-71,503 (-)

4647

IMGVR_UViG_3300045988_057828|3300045988|Ga0495776_132224: 59,350-67,660 (-)

4849

uvig_575884: 64,436-72,238 (-)

484950

MGV-GENOME-0362939: 64,777-72,392 (-)

474849

MGV-GENOME-4433578: 64,930-73,104 (-)

47484950

OTU_181: 65,227-71,543 (-)

4950

MGV-GENOME-0359501: 62,077-67,937 (-)

46

uvig_264294: 36,710-42,849 (-)

33

MGV-GENOME-0319840: 25,016-31,700 (-)

3437

uvig_587172: 11,973-19,976 (+)

17 18 19

uvig_435612_: 59,329-68,518 (-)

454748

IMGVR_UViG_3300045988_029375|3300045988|Ga0495776_131986: 60,071-69,507 (-)

474950

uvig_574098: 60,413-70,118 (-)

4850

uvig_478578: 60,489-69,629 (-)

4849

SAMN05827113_a1_ct3980: 60,707-70,681 (-)

4349

uvig_525394: 59,823-69,327 (-)

42HEase_00016 homing (CDS_0046)4950HEase_00016 homing (CDS_0053)

MGV-GENOME-0352362: 47,478-55,599 (-)

3334

IMGVR_UViG_3300045988_049929|3300045988|Ga0495776_012296: 64,385-73,574 (-)

474849

MGV-GENOME-0361929: 59,500-67,980 (-)

4546

MGV-GENOME-0361579: 60,639-69,792 (-)

4647

uvig_590583: 57,469-65,461 (-)

4647

IMGVR_UViG_3300045988_056907|3300045988|Ga0495776_000797: 63,182-72,467 (-)

5354555657

OTU_229: 57,221-65,338 (-)

4244

IMGVR_UViG_3300045988_026315|3300045988|Ga0495776_003099: 61,757-70,732 (-)

5152

SAMN09781743_a1_ct8543_vs1: 60,552-69,934 (-)

505156

uvig_592316: 60,875-69,854 (-)

5152

uvig_458196_: 58,312-67,307 (-)

45464748

uvig_205676: 62,363-70,773 (-)

4748

MGV-GENOME-0361643: 60,365-68,446 (-)

48

IMGVR_UViG_3300045988_058546|3300045988|Ga0495776_000682: 62,549-70,633 (-)

4850

SAMN11252283_a1_ct7865: 62,362-71,066 (-)

46

uvig_92744: 15,327-24,203 (+)

28 33

MGV-GENOME-0361638: 64,499-73,375 (-)

49

uvig_575872: 63,376-70,883 (-)

44

SAMN11252276_a1_ct9935: 66,011-75,272 (-)

HEase_00016 homing (CDS_0046)

IMGVR_UViG_3300045988_075358|3300045988|Ga0495776_003133: 61,274-71,252 (-)

51

uvig_253212: 57,970-67,907 (-)

45

MGV-GENOME-0362984: 64,831-74,496 (-)

46

MGV-GENOME-0363051: 61,917-71,221 (-)

50

NC_055877.1: 61,658-70,144 (-)

HEase_00016 homing (CDS_0047)48

IMGVR_UViG_3300045988_054019|3300045988|Ga0495776_003043: 62,755-71,865 (-)

HEase_00016 homing (CDS_0046)

Reyes_2015_F93_T1_NODE_1_length_99626_cov_37.804350: 66,831-74,434 (-)

HEase_00016 homing (CDS_0047)

IMGVR_UViG_3300045988_049892|3300045988|Ga0495776_057259: 65,293-74,405 (-)

HEase_00016 homing (CDS_0049)

uvig_583476: 64,376-71,826 (-)

45

MGV-GENOME-0359930: 58,676-68,907 (-)

4445HEase_00016 homing (CDS_0048)

uvig_574361: 59,812-69,073 (-)

4548

MGV-GENOME-0360562: 60,224-68,919 (-)

41424344

4000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


