
uvig_92744: 26,680-63,357 (+)

45
46

dUTPase (CDS_0047)

48
49

50

tRNA-Gln(TTG)

51 52 53 54 55 56 57 58 59 60

MGV-GENOME-0361638: 25,345-62,022 (-)

2728293031

MGV-GENOME-0361268: 23,698-60,750 (-)

232425262728

IMGVR_UViG_3300045988_039146|3300045988|Ga0495776_000761: 26,531-63,115 (-)

282930313233

MGV-GENOME-0336493: 24,744-61,444 (+)

40 45 46 47 48 49

IMGVR_UViG_3300045988_051356|3300045988|Ga0495776_010366: 23,080-60,594 (-)

22232425262732

IMGVR_UViG_3300045988_053636|3300045988|Ga0495776_000660: 24,855-63,325 (-)

242526272829

MGV-GENOME-0364722: 25,775-64,263 (-)

27282930313237

MGV-GENOME-0364353: 25,726-63,785 (-)

282930313233

MGV-GENOME-0347041: 25,828-62,840 (+)

52 53 54 55 56 57

MGV-GENOME-0354705: 20,246-58,802 (-)

212223242530

MGV-GENOME-0336417: 413-36,922 (-)

789101112

IMGVR_UViG_3300045988_068744|3300045988|Ga0495776_002884: 23,924-61,729 (-)

242526272829

Reyes_2015_F93_T1_NODE_1_length_99626_cov_37.804350: 25,881-64,371 (-)

27282930

MGV-GENOME-0362939: 26,534-63,070 (-)

272829303132

uvig_354429: 24,704-63,253 (-)

252627282930

uvig_583476: 23,754-61,907 (-)

242526272829

IMGVR_UViG_3300045988_052793|3300045988|Ga0495776_002971: 25,325-62,849 (-)

242526272829

MGV-GENOME-0362710: 25,325-62,849 (-)

242526272829

IMGVR_UViG_3300029211_000008|3300029211|Ga0168693_100116: 19,211-56,811 (-)

222324252627

IMGVR_UViG_3300045988_040748|3300045988|Ga0495776_132195: 24,292-61,760 (-)

2223242526

uvig_591131: 27,072-64,386 (+)

53 54 55 56 57

MGV-GENOME-0364247: 26,454-64,230 (-)

2930313233

uvig_343791: 26,224-64,042 (-)

282930313233

IMGVR_UViG_3300045988_040794|3300045988|Ga0495776_066036: 25,435-63,426 (-)

272829303132

MGV-GENOME-0359346: 21,435-59,864 (-)

2425262728293236

IMGVR_UViG_3300045988_049840|3300045988|Ga0495776_057170: 25,515-63,506 (-)

272829303132

MGV-GENOME-0335345: 682-38,276 (-)

8910111213

uvig_371192: 25,241-62,929 (-)

27282930313233

uvig_492014_: 26,699-64,761 (-)

272829303132

IMGVR_UViG_3300045988_031419|3300045988|Ga0495776_002907: 24,368-62,960 (-)

242526272829

uvig_92508: 22,699-61,165 (-)

252627282930343536

IMGVR_UViG_3300045988_033966|3300045988|Ga0495776_131916: 19,563-58,701 (-)

212223242526

IMGVR_UViG_3300045988_066490|3300045988|Ga0495776_076053: 24,510-63,027 (-)

272829303132

uvig_352685: 27,044-65,192 (-)

27282930313233

MGV-GENOME-0363433: 27,044-65,222 (-)

27282930313233

MGV-GENOME-0359501: 22,332-61,755 (-)

262728293031323637

IMGVR_UViG_3300045988_030986|3300045988|Ga0495776_002968: 25,336-62,790 (-)

272829303132

MGV-GENOME-0361915: 23,043-60,579 (-)

2223242526

MGV-GENOME-0364212: 26,397-64,711 (-)

282930313233

uvig_94575: 23,178-60,949 (-)

232425262728

IMGVR_UViG_3300045988_034382|3300045988|Ga0495776_096315: 20,990-57,845 (-)

222324252627
28

SAMN10080930_a1_ct16828_vs1: 21,502-59,422 (-)

2526272829

TemPhD_cluster_31057: 27,267-64,744 (-)

272829303132

uvig_562016: 24,942-63,293 (-)

272829303132

MGV-GENOME-0360991: 20,581-59,440 (-)

2223242526

uvig_523276: 20,884-59,541 (-)

252627282930

uvig_573957: 26,028-64,714 (-)

23282930313233

MGV-GENOME-0336452: 24,254-62,234 (+)

45 46 47 48 49

uvig_322255: 19,435-57,549 (-)

2223242526

IMGVR_UViG_3300045988_044009|3300045988|Ga0495776_011855: 27,703-65,884 (-)

242526272829

uvig_581691: 27,775-64,658 (-)

2728293031

IMGVR_UViG_3300045988_044089|3300045988|Ga0495776_132037: 20,158-57,002 (-)

2122232425

IMGVR_UViG_3300045988_049910|3300045988|Ga0495776_027330: 22,574-61,237 (-)

222324252627

MGV-GENOME-0360825: 22,629-61,675 (-)

232425262728

MGV-GENOME-0334787: 77-36,981 (-)

67891011

MGV-GENOME-0327224: 20,691-57,595 (+)

38 39 40 41 42 43

MGV-GENOME-0344433: 19,654-57,178 (+)

32 33 34 35

SAMN11252276_a1_ct9935: 24,811-63,731 (-)

26272829

SAMN09781747_a1_ct105473_vs1: 22,056-59,324 (+)

34 35 36 37

uvig_582027: 15,725-60,652 (-)

18tail protein (CDS_0019)24252627

MGV-GENOME-0338574: 90-9,290 (-)

12

MGV-GENOME-0332451: 3-8,302 (-)

12

10000 nt

DNA, RNA and nucleotide metabolism tail unknown function tRNA


