
MGV-GENOME-0336493: 22,471-27,422 (+)

35 36 37 38 39 40 41 42 43 44

uvig_372388: 60,433-65,354 (-)

33

IMGVR_UViG_3300045988_051356|3300045988|Ga0495776_010366: 57,893-62,864 (-)

32

MGV-GENOME-0334787: 34,420-39,374 (-)

1619

MGV-GENOME-0327224: 18,298-23,252 (+)

33

MGV-GENOME-0336452: 21,995-26,829 (+)

40

IMGVR_UViG_3300030040_000025|3300030040|Ga0134560_1000044: 62,767-68,207 (-)

37polynucleotide kinase (CDS_0041)

MGV-GENOME-0354705: 56,206-61,074 (-)

30

uvig_573020: 64,327-69,074 (-)

3641

MGV-GENOME-0359501: 58,400-62,983 (-)

3637

MGV-GENOME-0362183: 58,568-63,807 (-)

313338

uvig_518527: 40,640-45,697 (-)

31

uvig_573957: 63,085-67,585 (-)

40

MGV-GENOME-0361268: 58,438-63,721 (-)

333640

uvig_593709: 18,427-23,333 (+)

polynucleotide kinase (CDS_0027) 28

uvig_575884: 60,711-65,815 (-)

38polynucleotide kinase (CDS_0039)

MGV-GENOME-0335345: 35,961-42,098 (-)

2126

uvig_195763: 38,753-43,879 (-)

24thymidylate synthase

uvig_562016: 60,977-67,806 (-)

40HEase_00016 homing (CDS_0045)

IMGVR_UViG_3300045988_044009|3300045988|Ga0495776_011855: 63,639-70,138 (-)

3742

IMGVR_UViG_3300045988_049910|3300045988|Ga0495776_027330: 57,595-63,507 (-)

31323334

MGV-GENOME-0360825: 57,650-62,903 (-)

323334

IMGVR_UViG_3300045988_033966|3300045988|Ga0495776_131916: 55,067-60,971 (-)

30313233

IMGVR_UViG_3300045988_044089|3300045988|Ga0495776_132037: 56,166-62,003 (-)

2930313233

IMGVR_UViG_3300045988_066490|3300045988|Ga0495776_076053: 59,470-65,421 (-)

36373839

uvig_306740: 60,644-65,605 (-)

373839

MGV-GENOME-0359346: 56,314-60,340 (-)

32

2000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)


