
OTU_1641: 13,930-26,382 (+)
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baseplate wedge subunit (CDS_0018)
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endolysin (CDS_0029)
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transcriptional regulator (CDS_0034)
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OTU_1835: 13,894-27,251 (+)

tail fiber protein (CDS_0021) 22 23 24 25 26 27 28 29
endolysin (CDS_0030)

31 32 33 34

IMGVR_UViG_3300029081_000046|3300029081|Ga0169209_100025|183848-227070: 13,897-26,349 (+)

tail fiber protein (CDS_0021) 22 23 24 25 26 27 28 29 30
endolysin (CDS_0031)

32 33

IMGVR_UViG_3300008274_000003|3300008274|Ga0114252_100091: 13,897-27,078 (+)

21 22
23

24 25 26 27 28 29
endolysin (CDS_0030)

31 32 33 34 39

IMGVR_UViG_3300019477_000044|3300019477|Ga0197716_100024: 13,933-27,514 (+)

21 22 23 24 25 26 27 28
endolysin (CDS_0029)

30 31 32 33 36

IMGVR_UViG_3300045988_081405|3300045988|Ga0495776_020495: 13,897-27,393 (+)

tail fiber protein (CDS_0021) 22 23 24 25 26 27 28
endolysin (CDS_0029)

30 31 32 33 34 35

SAMN11031299_a1_ct213: 13,894-26,808 (+)

tail fiber protein (CDS_0022) 23 24 25 26 27 28 29
endolysin (CDS_0030)

31 32 33 34 35 36

IMGVR_UViG_3300007795_000003|3300007795|Ga0105644_100150: 13,894-26,837 (+)

21 22 23 24 25 26
endolysin (CDS_0027)

28 29 30 31 32

SAMEA2738065_b1_ct37_vs2: 13,807-28,818 (+)

tail fiber protein (CDS_0022) 23 24 25 26 27 28
endolysin (CDS_0029)

30 31 32 33 34 35 36 37

IMGVR_UViG_3300045988_058928|3300045988|Ga0495776_169884: 13,807-26,631 (+)

22 23 24 25 26 27 28
endolysin (CDS_0029)

30 31 32 33 34 35

OTU_1738: 13,863-25,123 (+)

tail fiber protein (CDS_0022) 23 24 25
endolysin (CDS_0026)

27 28 29 30 31 32

SRS143062_a1_ct73208: 13,930-26,965 (+)

tail fiber protein (CDS_0021) 22 23 24 25 26
endolysin (CDS_0027)

28 29 30 31 33 34 capH (CDS_0035)

MGV-GENOME-0258592: 13,928-21,573 (+)

21 22

IMGVR_UViG_3300007167_000071|3300007167|Ga0102715_1000055: 13,897-23,180 (+)

21 poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0022)

MGV-GENOME-0319592: 13,894-21,578 (+)

21 22

uvig_76779: 13,892-25,245 (+)

tail fiber protein (CDS_0021)
22 23

tRNA-Leu(TAA)
24 poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0025)

SRS143423_a1_ct27419_vs01: 13,894-24,170 (+)

tail fiber protein (CDS_0021) 22 23 poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0024)

MGV-GENOME-0265295: 13,892-22,974 (+)

21 22 23 24

uvig_117608: 13,897-22,406 (+)

21 22 23 24 25 26

IMGVR_UViG_3300007531_000145|3300007531|Ga0105502_1000385: 14,779-24,600 (+)

22 24 25 capH (CDS_0026) 30 31YadA_autotrans-NCBIFAM trimeric autotransporter adhesin YadA (NF033478.1) (CDS_0032)

6000 nt

integration and excision lysis tail transcription regulation unknown function defence (PADLOC) AMR (AMRFinderPlus) tRNA


