transcriptional regulator (CDS_0036)
32 33 34 capH (CDS_0035) 37 38 39 40 41 42 43

SRS143062_a1_ct73208:23,162-29,205 (+)

baseplate wedge subunit
tail protein (CDS_0021) YadA_autotrans-NCBIFAM trimeric autotransporter adhesin YadA (NF033478.1) (CDS_0032)

tail protein (CDS_0020) 22 24 25 capH (CDS_0026) 28 [ 33 34

I
IMGVR_UViG_3300007531_000145|3300007531|Ga0105502_1000385: 15,619-25,374 (+)
38 39
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SAMN11031299_a1_ct213:24,161-27,281 (+)
25 28 33
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MGV-GENOME-0258592: 16,922-23,007 (+)

39 DNA methyltransferase (CDS_0044)

IMGVR_UViG_3300008274_000003|3300008274|Ga0114252_100091: 24,213-30,324 (+)

37
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IMGVR_UViG_3300007795_000003|3300007795|Ga0105644_100150: 23,972-29,574 (+)
39
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OTU_1835:24,230-30,208 (+)
poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0022) 27

IMGVR_UViG_3300007167_000071|3300007167]Ga0102715_1000055: 16,900-26,426 (+)

3000 nt i
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