ParB-like partition protein (CDS_0036)
DS-15_DS-15A (CDS_0035)
endolysin (CDS_0030)
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holin (CDS_0629) transcriptional repressor (CDS_0045)
31 37 DNA methyltransferase (CDS_0042)
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hemolysin (CDS_0028) 37
32 3335 36 138 39 40 41 DNAmethyltransferase (CDS_0042)
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IMGVR_UViG_649989957_000001|649989957|649990761|2-48430: 23,744-31,344 (+)
32 DNA methyltransferase (CDS_0035)
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IMGVR_UViG_3300029099_000220|3300029099/Ga0169186_100308|15318-64173: 23,647-31,844 (+)
PDC-M69A_WP_216276383.1 (CDS_0040)

ParB-like partition protein (CDS_0038) hydrolase (CDS_0051)
DS-15_DS-15A (CDS_0037) J ATP-dependent protease (CDS_0045) tRNA-Arg(CCT) transcriptional regulator (CDS_0063)
fransposase (CDS_0039) peptidase (CDS_0052) DNA methyltransferase (CDS_0060)
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hydrolase (CDS_0042)
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ParB-like partition protein (CDS_0038)
DS-15_DS-15A (CDS_0037)
36 | | | 40 41 42 43 DNAmethyltransferase (CDS_0044)
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IMGVR_UViG_3300029756_000238|3300029756|Ga0242840_100258|1-54924: 23,655-38,034 (+)
PDC-M69A_WP_216276383.1 (CDS_0039)
DS-15_DS-15A (CDS_0037)
36 | 38 | 40414243

z

-
G_3300014564_000212|3300014564|Ga0169885_100209[12637-65413: 23,656-36,180 (+)
DS-15_DS-15A (CDS_0037)
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IMGVR_UViG_3300029328_000289|3300029328|Ga0242837_100364|18273-70634: 23,655-35,472 (+)
ParB-like partition protein (CDS_0038)
DS-15_DS-15A (?DS_0037)
36 | | transposase (CDS_0039)
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PDC-M69A WP_216276383.1 (CDS_0040)
ParB-like partition proteﬁ (CDS_0039)

DS-15_DS-15A (CDS_0038) ABC transporter (VF0818) (CDS_0045)
36 ABC transporter (VF0818) (CDS_0044) 52
137 41 42 43 | 46 47 48 495051 |53 54
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uvig 319734:23,654-45,183 (+)

Pseudomonine (VF0936) (CDS_0042)
DS-15_DS-15A (CDS_0037)

39 41 DNA repair protein (CDS_0045)
36 |38] 40] 43 44 46 DNA methyltransferase (CDS_0047)
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uvig_440989_:23,655-40,046 (+)
33
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IMGVR_UViG_3300045988_120461|3300045988|Ga0495776_098512:23,086-29,874 (+)
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