tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (CDS_0026)
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uvig_114353:10,667-32,960 (+)
tet MFS_A B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (CDS_0020)
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uvig_465318:10,667-26,880 (+)
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IMGVR_UVIG_2576861551_000003|2576861551|2576898433|1-35596: 10,667-22,375 (+)
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MGV-GENOME-0269092:10,667-21,017 (+)
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IMGVR_UViG_2576861300_000004|2576861300|2576881911|3-35289:8,071-22,066 (+)
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SAMNO0792049_al_ct7176_vs1:10,668-26,544 (+)
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uvig_331096: 10,668-25,205 (+)
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MGV-GENOME-0249228: 10,668-21,944 (+)
RM_Type_Il_Type_||_REase12 (CDS_0020)

18 19 MTase_lI_00116 Type (CDS_0021)
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IMGVR_UVIG_2576861546_000005|2576861546|2576897465|2-38228:8,077-24,509 (+)
19 20 2122 23 24 26 exonuclease (CDS_0030)
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uvig_221557:10,667-24,734 (+)
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MGV-GENOME-0259674:10,667-21,660 (+)
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MGV GENOME-0221454:6,371-17,916 (+)
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