
ivig_4027: 25,370-35,959 (+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0034)
35 36 37 38 anti-TA (APIS117) (CDS_0039) 40

cysH_IV-B_1 (CDS_0041)
phosphoadenosine phosphosulfate reductase (CDS_0042)

DNA helicase (CDS_0043) 44 DNA helicase (CDS_0045) 46 47

TemPhD_cluster_50857: 25,937-35,955 (+)

35 cysH_IV-B_1 (CDS_0039)
phosphoadenosine phosphosulfate reductase (CDS_0040)

IMGVR_UViG_2588254073_000004|2588254073|2588303863|62-34859: 23,513-33,446 (+)

33 37 38

uvig_233758: 25,132-33,813 (+)

39 44

Kang_0003_ST001_A_NODE_5_length_37361_cov_254.361470: 25,937-35,954 (+)

cysH_IV-B_1 (CDS_0039)

uvig_331096: 26,873-37,109 (+)

33 36 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0039)

IMGVR_UViG_2576861546_000005|2576861546|2576897465|2-38228: 26,177-36,875 (+)

33 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0036) 38

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) anti-defence (dbAPIS)


