tail fiber protein (CDS_0018) retron_type_VI_hth_cluster2_1 (CDS_0031)

minor tail protein anti-SOS response (APIS156) (CDS_0033)
holin (CDS_0020) excisionase (CDS_0026) capH (CDS_0030)
19 endolysin (CDS_0021) 22 23 24 25 T 27 28 29 | 32 34
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IMGVR _UViG_2938883170_000002|2938883170|2938883170(2114582-2157639:19,700-31,751 (+)
excisionase (CDS_0026)

25 [ 27
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IMGVR_UViG_2716884202_000001|2716884202|2716891952|795491-839091: 19,691-31,796 (+)
PDC-M04A WP_207706624.1 (CDS_0026)
excisionase (CDS_0025)
23 24 ] \ 27
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IMGVR _UViG_2864909992 _000004|2864909992|2864909992|1324367- 1368437 19,690-31,610 (+)
excisionase (CDS_0024)
22 23 25 26
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TemPhD_cluster_41612:19,698-31,028 (+)

excisionase (CDS_0024)
22 23 | 25

I . . S S E—
IMGVR _UViG_2671181008_000002|2671181008|2671304274|2150965- 2192629 19,698-30,637 (+)

PDC-M04A_WP_207706624.1 (CDS_0028)
excisionasg(rCDS,OOE‘ 7)

25 26 29 34 36
N BN S I I I I | N —
IMGVR _UVIG_2877768649 000003|2877768649|2877768649(2145970-2190827:19,677-33,708 (+, )
excisionase (CDS_0027)
25 26 | PDC-MO04A WP_207706624.1 (CDS_0028)

TemPhD_cluster_60298:19,677-33,085 (+)
excisionase (CDS_0027)
25 26 | PDC-MO04A WP_207706624.1(CDS_0028)

TemPhD_cluster_48806_:19,692-32,603 (+)
excisionase (CDS_0025)
23 24 | 26

N e T ——
IMGVR_UViG_2912825840, OOOOOl|2912825840\2912825840|1171274 1211738 19,691-29,766 (+)

minor tail protein (CDS_0019) excisionase (CDS_0027)  integrase (CDS_0029)
\ 20 24 26 “integrase (CDS_0028)
& L O —C @ H OO0
I N N = I I -_— I B B O —
IMGVR_UViG_2554235229 _000001|2554235229|2554291655:17,859-31,390 (+)
22 23 25

I I S |
IMGVR_UViG_2938913355_000002|2938913355]2938913355(2135019-2177077:17,874-29,199 (+)
5000 nt {

integration and excision lysis tail transcriptionregulation unknown function defence (PADLOC) anti-defence (dbAPIS)
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