
uvig_164501: 33,266-39,998 (+)

ABC transporter
integrase (CDS_0041) 42 43 44 45 46 47 4849 50

replication initiation protein (CDS_0051)
52 53

IMGVR_UViG_3300045988_102261|3300045988|Ga0495776_162566: 31,296-38,197 (+)

41 47 48 49

uvig_284273: 34,277-40,389 (+)

42 46 47 48

IMGVR_UViG_3300045988_120097|3300045988|Ga0495776_148630: 31,085-37,956 (+)

46 47 48

uvig_518407: 34,628-41,473 (+)

48 49 50 53 54

MGV-GENOME-0172368: 14,532-22,207 (+)

26 27 28 34 35 36

uvig_160116: 29,898-37,685 (+)

holin (CDS_0038)
endolysin (CDS_0039) 46 47

IMGVR_UViG_3300029521_000290|3300029521|Ga0244833_100284|7754-48576: 33,616-40,805 (+)

43 44 4647
transcriptional regulator (CDS_0048)

49 51

uvig_1987: 31,444-38,594 (+)

4445
transcriptional regulator (CDS_0046)

47 51

MGV-GENOME-0277221: 28,225-34,995 (+)

37 38 39 4142
transcriptional regulator (CDS_0043)

44

IMGVR_UViG_3300029405_000194|3300029405|Ga0243959_100508|7635-46493: 31,996-38,838 (+)

transcriptional regulator (CDS_0047) 48
HEase_00016 homing (CDS_0050)

52 53

SRS142618_a1_ct24200_vs01: 31,784-38,628 (+)

50 51

IMGVR_UViG_3300029371_000203|3300029371|Ga0243958_100524|174-38783: 31,724-38,589 (+)

51 52

IMGVR_UViG_3300045988_093998|3300045988|Ga0495776_017047: 29,225-37,847 (+); 1-2,588 (+)

DS-15__DS-15A (CDS_0001) 2
HEase_00016 homing (CDS_0048)

51

uvig_96516: 29,479-34,164 (+)

39 40 41 45 46

IMGVR_UViG_3300029089_000201|3300029089|Ga0169191_100213|161-41536: 33,656-41,355 (+)

48 49

IMGVR_UViG_3300045988_114899|3300045988|Ga0495776_059990: 29,873-34,947 (+)

39 40 44 45

IMGVR_UViG_3300045988_095599|3300045988|Ga0495776_083963: 33,161-37,603 (+)

53 54

MGV-GENOME-0256730: 32,404-37,864 (+)

4445 515253 55

MGV-GENOME-0262464: 33,903-38,867 (+)

505152

uvig_204849: 33,772-38,757 (+); 1-2,861 (+)

3515253

IMGVR_UViG_3300045988_090920|3300045988|Ga0495776_043896: 33,831-38,962 (+)

45 52 53

IMGVR_UViG_3300045988_149130|3300045988|Ga0495776_086040: 33,675-38,598 (+)

49 50

MGV-GENOME-0234852: 29,382-34,261 (+)

44 45

MGV-GENOME-0224994: 27,489-32,374 (+)

41 42

MGV-GENOME-0264700: 34,205-39,274 (+)

51 52

MGV-GENOME-0272506: 33,120-38,018 (+)

50 51

IMGVR_UViG_3300045988_104065|3300045988|Ga0495776_085699: 31,473-38,474 (+)

transcriptional regulator (CDS_0044) 45 49 50

MGV-GENOME-0172400: 14,017-23,514 (+)

25 28 33
transcriptional regulator (CDS_0034)

35

uvig_257964: 29,008-44,366 (+)

39 40 41 42 43 45 46 47 48
capH (CDS_0049)

50 51 5253 54

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


