trim_DfrA8-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA8 (NFO00126.2) (CDS_0056)
HNH endonuclease (CDS_0051)
DNA binding protein (CDS_0048)
DNA primase (CDS_0040) 41 42 43 44 45 46 47 49 50 52 53 54 55

I N I P P S ——
Microbacterium_phage_Elva: 26,914-37,124 (+)

DNA binding protein (CDS_0047)
unknown function (CDS_0048) dihydrofolate reductase
44 45 46 | 49 HNH endonuclease (CDS_0050) 54

NN D A I I S S
Microbacterium_phage_Burritobowl: 26,322-36,029 (+)

43 44 DNA binding protein (CDS_0045)

I A — I N E—
Microbacterium_phage_Avocadoman: 25,808-35,097 (+)

DNA binding protein (CDS_0044)
43 HNH endonuclease (CDS_0047)

R S— I I EE—
Microbacterium_phage_DickRichards: 26,208-35,503 (+)
45 46 47 DNA binding protein (CDS_0048)

Microbacterium_phage_Swervy: 26,413-35,889 (+)
DNA binding protein (CDS_0046)
43 44 45 48

I O I I B | E—
Microbacterium_phage_CroZenni: 26,240-35,799 (+)

43 44 DNA binding protein (CDS_0045)

I A _— SN N E——
M\crobacterlum _phage_Doobus: 25,811-35,241 (+)

DNA binding protein (CDS_0046)
44 45 48

| — [ R N—— I I S | E—
Microbacterium_phage_Abigail: 26,135-35,523 (+)
44 45 DNA binding protein (CDS_0046)

I N — I N S E—
Microbacterium_phage_IndyLu: 26,558-36 308( )

45 46 47 DNA binding protein (CDS_0048) 55

I I — I S S
Microbacterium_phage_Didgeridoo: 26,782-36,584 (+)

44 45 46 DNA binding protein (CDS_0047)

Microbacterium_phage_BubbaBear: 26,331-35,944 (+)
Microbacterium_phage_AvGardian: 26,687-36,385 (+)

Microbacterium_phage_Arroyo: 26,375-35,821 (+)
DNA binding protein (CDS_0046)
44 45 48  HNH endonuclease (CDS_0049)

I N N N N W ——
Microbacterium_phage_BelmontSKP: 28,859-36,393 (+)

45 46 47 DNA binding protein (CDS_0048)

Microbacterium_phage_Lynlen: 26,506-35,972 (+)
DNA binding protein (CDS_0046)
48 HNH endonuclease (CDS_0049) 54 55 56 57

Microbacterium_phage_SansAfet: 28,816-38,101 (+)
k 4000 nt |
DNA, RNA and nucleotide metabolism unknown function AMR (AMRFinderPlus)




