viperin_HicA-like (CDS_0029) unknown function (CDS_0032)
26 27 28 dUTPase (CDS_0030) 31 33 34 35 36 37 38 39 DNA primase (CDS_0040)
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Microbacterium_phage_DirtyBubble: 20,834-29,346 (+)
27 34 35

Microbacterium_phage_Stromboli: 20,875-29,716 (+)

34
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Microbacterium_phage_BabyYoda: 20,877-29,677 (+)
27 33 37
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Microbacterium_phage_AvGardian: 21,147-29,146 (+)
25 hydrolase (CDS_0029) 32 38

_—
Microbacterium_phage_Abigail: 20,193-28,600 (+)

-_—
Microbacterium_phage_Doobus: 20,080-28,315 (+)

—_—
Microbacterium_phage_Kenners: 20,620-28,971 (+)
dUTPase 32 36 37 40 41
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Microbacterium_phage_Lahgtemish: 22,776-31,436 (+)
3000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
I




