HNH endonuclease (CDS_0066)
HNH endonuclease (CDS_0068)
63 64 65 tRNA-Asn(GTT) 67 69 terminase small subunit (CDS_0070)
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Microbacterium_phage_Arroyo: 39,282-42,126 (+)

endonuclease VII (CDS_0068)

I
Microbacterium phage BelmontSKP 39,364-41,659 (+)
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Microbacterium_phage_Didgeridoo: 39,953-42,653 (+)

HNH endonuclease (CDS_0065)

Microbacterium_phage_DickRichards: 38, 595 41,337 (+)

endonuclease VII (CDS_0058)
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Microbacterium_phage_SansAfet: 37,196-41,528 (+)
57 58 61 64

Microbacterium_phage_Avocadoman: 36,353-41,197 (+)
59 65
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Microbacterium_phage_Stoor: 37,338-41,811 (+)

trim_DfrA8-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA8 (NFO00126.2) (CDS_0054)
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Microbacterium_phage AvGardian: 36,375-41,520 (+)
62 68

Microbacterium_phage_Elva: 38,764-42,137 (+)
2000 nt !
DNA, RNA and nucleotide metabolism head and packaging unknown function AMR (AMRFinderPlus) tRNA
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