
IMGVR_UViG_3300045988_003832|3300045988|Ga0495776_018526: 31,345-37,885 (+)

52 53 54 55 56 57

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0058)
restriction endonuclease (CDS_0059)

60 61 62 63 64

uvig_211213: 25,562-33,564 (+)

40 41 HNH endonuclease (CDS_0046)

IMGVR_UViG_3300045988_011964|3300045988|Ga0495776_028130: 30,928-37,460 (+)

48 49 50 55 HNH endonuclease (CDS_0056)

IMGVR_UViG_3300045988_008255|3300045988|Ga0495776_019378: 30,928-36,995 (+)

55

IMGVR_UViG_3300029780_000020|3300029780|Ga0243204_1000461: 31,609-38,489 (+)

55 60

IMGVR_UViG_3300045988_019624|3300045988|Ga0495776_027930: 30,497-38,203 (+)

56

Shkoporov_2019_SRR9161605_NODE_33_length_43583_cov_12.125069: 30,556-37,639 (+)

54 phosphoadenosine phosphosulfate reductase

MGV-GENOME-0280964: 29,957-36,483 (+)

56

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function anti-defence (dbAPIS)


