98 99 100 101 102 103 104 105 106 107 108 109 110

IMGVR_UViG_3300008660_000003|3300008660/Ga0111492_100001: 93,662-116,210 (+)
929 100 101

]
IMGVR_UViG_3300008274_000001|3300008274|Ga0114252_100003: 90,173-111,929 (+)
103 105 106 107

MGV GENOME-0379764:86,914-107,809 (+)
102

IMGVR UViG_3300008125_000001|3300008125|Ga0114856_1000005:86,675-107,577 (+)
102

IMGVR UViG_3300007220_000003|3300007220|Ga0104054_100016: 87,008-108,932 (+)
100 102 103 radical SAM domain-containing protein

IMGVR UViG_7000000442_000036|7000000442|SRS051791_LANL _scaffold_33739:86,402-107,198 (+)
102 105

MGV-GENOME-0378629: 86,693- 107,509 (+)
84 86
Tes[87 92 95

\MG\/R UVIG 3300045988 _069058|3300045988|Ga0495776_003997:91,050-111,229 (+)
9000 nt i
DNA, RNA and nucleotide metabolism other unknown function
I




