
MGV-GENOME-0256420: 23,657-32,788 (+)

36

Holliday junction resolvase (CDS_0037)
replication initiation protein (CDS_0038)

39 40
DnaC-like helicase loader (CDS_0041)

42 43 44 45 46 47 48 49 50 51 52 53 54 55
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0056)

holin (CDS_0057)

IMGVR_UViG_3300045988_041554|3300045988|Ga0495776_016908: 23,896-33,826 (+)

39 42 43 44 45
nucleoside triphosphate pyrophosphohydrolase (CDS_0046)

47 48 49 54 endolysin (CDS_0055)

uvig_281287: 22,497-33,679 (+)

39 42 43 44 45 46
nucleoside triphosphate pyrophosphohydrolase (CDS_0047)

48 49 50 51 53 54 HNH endonuclease

uvig_335288: 23,880-33,133 (+)

36 40 43 44 45 46 47 48 50

IMGVR_UViG_3300045988_071373|3300045988|Ga0495776_018232: 22,835-32,150 (+)

39 40 42 45 46 47 48 49 50 51 52 53 54 57 58 59

uvig_573768: 25,324-33,975 (+)

44 45 46 47 48 49 50 52

MGV-GENOME-0257414: 26,001-34,145 (+)

42 43
MTase_II_00157 Type (CDS_0044)

45

nucleoside triphosphate pyrophosphohydrolase (CDS_0046)

47 48 49 52

MGV-GENOME-0256823: 25,640-34,240 (+)

43 45 46 47 48 49 54

IMGVR_UViG_3300045988_045331|3300045988|Ga0495776_125656: 25,640-34,451 (+)

46 47 48 49 50

MGV-GENOME-0263667: 23,115-33,552 (+)

32 33 38 39 40 41 42 43 44 45 48 51

MGV-GENOME-0246027: 24,866-31,384 (+)

37 38 39
MTase_II_00157 Type (CDS_0040)

41 42 43 44 50

MGV-GENOME-0254025: 24,107-32,710 (+)

37 38 39
MTase_II_00157 Type (CDS_0040)

41 42 43 44

IMGVR_UViG_3300045988_065928|3300045988|Ga0495776_016081: 22,871-30,787 (+)

36 42 43
nucleoside triphosphate pyrophosphohydrolase (CDS_0044)

45 46

4000 nt

DNA, RNA and nucleotide metabolism lysis other unknown function defence (DefenseFinder) defence (PADLOC)


