
MGV-GENOME-0157032: 3,787-12,900 (+)

9

Erf-like ssDNA annealing protein (CDS_0010)

11

retron_type_VI_hth_cluster2_1 (CDS_0012)

capH (CDS_0013)
14 integrase (CDS_0015) tail protein (CDS_0016) minor head protein (CDS_0017) 18 19 20 21 22

SAMN09781757_a1_ct146109_vs1: 2,076-11,283 (+)

11 16
tail protein (CDS_0017)

19

SAMN09781764_a1_ct353758_vs1: 11,983-21,313 (-)

24

uvig_589531: 11,912-21,173 (-)

24

uvig_583192: 11,676-21,141 (-)

192425

uvig_588522: 11,682-20,976 (-)

202125

MGV-GENOME-0258041: 12,672-20,408 (-)

tail protein (CDS_0018)1922

IMGVR_UViG_3300045988_045331|3300045988|Ga0495776_125656: 12,672-20,408 (-)

22

IMGVR_UViG_3300045988_040231|3300045988|Ga0495776_017094: 12,683-20,236 (-)

2227

MGV-GENOME-0257414: 12,675-21,287 (-)

2223

MGV-GENOME-0256824: 12,676-21,178 (-)

212325

MGV-GENOME-0256420: 12,731-21,114 (-)

23

IMGVR_UViG_3300045988_099035|3300045988|Ga0495776_009019: 12,667-21,169 (-)

2123

MGV-GENOME-0260400: 12,667-21,169 (-)

23

MGV-GENOME-0201909: 11,366-20,537 (-)

152324exonuclease

MGV-GENOME-0213945: 16,947-23,939 (-)

27

3000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision tail unknown function defence (PADLOC)


