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IMGVR_UViG_3300029844_000112|3300029844|Ga0245276_1000322: 11,449-38,738 (+)
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IMGVR_UViG_3300045988_154072|3300045988|Ga0495776_011182: 12,235-38,903 (+)
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MGV-GENOME-0350953: 11,795-38,405 (+)
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IMGVR_UViG_3300045988_156235|3300045988|Ga0495776_011173: 11,274-34,943 (+)
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MGV-GENOME-0345671: 11,290-33,997 (+)

26 27 28
29

30

IMGVR_UViG_3300045988_164310|3300045988|Ga0495776_072538: 11,309-34,465 (+)
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uvig_381144: 11,755-34,132 (+)

32 33 34 35 FtsK/SpoIIIE-like protein (CDS_0036)

MGV-GENOME-0333708: 10,258-26,480 (+)
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uvig_281019: 11,795-34,755 (+)

26 27 28 29 30 FtsK/SpoIIIE-like protein (CDS_0031)

MGV-GENOME-0344984: 12,139-33,832 (+)

28 29 30 FtsK/SpoIIIE-like protein (CDS_0031)

SRS014235_a1_ct46080_vs1: 11,795-32,574 (+)
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29 30 31 FtsK/SpoIIIE-like protein (CDS_0032)

IMGVR_UViG_3300045988_157167|3300045988|Ga0495776_004077: 11,795-32,673 (+)
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30 31 32 FtsK/SpoIIIE-like protein (CDS_0033)

10000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail unknown function


