
IMGVR_UViG_3300045988_154072|3300045988|Ga0495776_011182: 59,753-69,018 (+)

81 82 83

dCMP deaminase (CDS_0084)
MTase_II_00037 Type (CDS_0085)

transposase (CDS_0086) 87 88 89
phosphoadenosine phosphosulfate reductase (CDS_0090)

ParB-like partition protein (CDS_0091)

92
ZorD1_00007 SWI2/SNF2 (CDS_0093)

94

OTU_401: 60,173-67,483 (+)

84 85

IMGVR_UViG_3300045988_156882|3300045988|Ga0495776_051047: 56,236-64,042 (+)

76 77 78 83

MGV-GENOME-0344984: 56,236-64,046 (+)

83

OTU_380: 62,543-71,111 (+)

80 thymidylate synthase (CDS_0081) 83 85

IMGVR_UViG_3300045988_156235|3300045988|Ga0495776_011173: 59,815-65,456 (+)

88
thymidylate synthase (CDS_0089)

91

uvig_381144: 56,533-64,266 (+)

77 78 80 82 83 thymidylate synthase (CDS_0084)

IMGVR_UViG_3300045988_157167|3300045988|Ga0495776_004077: 59,090-66,929 (+)

84 85 86 87 88 89 90 92
thymidylate synthase (CDS_0093)

95

uvig_281019: 61,172-69,066 (+)

82 83 84 85 86 87 88 89

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC)


