
OTU_383: 35,827-45,238 (+)

40 41 42 43 44 45 transposase (CDS_0046) 47 48 49 50 51
HEase_00016 homing (CDS_0052)

RNA polymerase beta subunit (CDS_0053)

HNH endonuclease (CDS_0054)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0055)

uvig_578032: 28,348-38,771 (+)

35 40 41 transposase (CDS_0042) 43 44 45 single strand DNA binding protein

IMGVR_UViG_3300045988_151370|3300045988|Ga0495776_137288: 37,323-46,600 (+)

HNH endonuclease (CDS_0044) 45 46 47

IMGVR_UViG_3300045988_160385|3300045988|Ga0495776_004102: 38,168-47,982 (+)

51 52 HEase_00016 homing (CDS_0056) 60 61
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0062)

63

MGV-GENOME-0350469: 40,353-48,137 (+)

49 50 51

MGV-GENOME-0345671: 37,299-45,067 (+)

45 46 47 48

SRS104912_a1_ct3634: 38,266-45,165 (+)

48 49 50

OTU_380: 38,358-48,282 (+)

transposase (CDS_0044) MTase_II_00174 Type (CDS_0045) 46 47 48

4000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


