retron_type_VI_hth_cluster2_1(CDS_0041)
retron_type_VI_hth_cluster2_1 (CDS_0038)

34 35 36 capH (CDS_0037) 39 40 42 43 44 transcriptional regulator (CDS_0045)
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IMGVR_UViG_2904274970_000002|2904274970|2904274970|2145139-2191222: 32,495-37,291 (+)
34 36 37

%

IMGVR_UViG_2700989139_000001|2700989139|2701003756|1-44604: 30,412-35,665 (+)
retron_type_VI_hth_cluster2_1(CDS_0031) 34 35

IMGVR_UViG_2744054751_000009|2744054751|2744087665|281483-324824:28,456-33,051 (+)
retron_type_VI_hth_cluster2_1 (CDS_0031)

IMGVR_UVIG_2791355365_000004|2791355365|2791392547(2140129-2181059: 27,908-32,546 (+)
36 38 retron_type_VI_hth_cluster2_1 (CDS_0040) 45 46

IMGVR_UVIG_2663762986_000001|2663762986]2663803094: 33,004-38,914 (+)

w
w

IMGVR_UViG_2571042468_000008|2571042468|2571115547(1-42863: 29,287-34,940 (+)
2000 nt {

other transcription regulation unknown function defence (PADLOC)
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