
IMGVR_UViG_7000000111_000284|7000000111|SRS019601_WUGC_scaffold_28365|20796-60411: 9,159-31,252 (+)
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IMGVR_UViG_3300029358_000267|3300029358|Ga0243818_1000102|91941-140267: 10,738-40,459 (+)
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IMGVR_UViG_3300029516_000016|3300029516|Ga0244799_100782: 9,631-26,341 (+)
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IMGVR_UViG_3300045988_128466|3300045988|Ga0495776_079345: 8,886-24,376 (+)
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25
26

27

IMGVR_UViG_3300029518_000224|3300029518|Ga0244795_100091|41483-75706: 9,648-26,356 (+)
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anti-SOS response (APIS132) (CDS_0024)
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MGV-GENOME-0240799: 9,699-22,842 (+)
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RM_Type_II__Type_II_MTases_FAM_4 (CDS_0022)
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IMGVR_UViG_3300029117_000171|3300029117|Ga0168818_100043|50672-89366: 9,700-30,827 (+)
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anti-SOS response (APIS132) (CDS_0038)
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IMGVR_UViG_2899882752_000002|2899882752|2899882785|35943-72466: 12,127-28,237 (+)
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25 26
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anti-SOS response (APIS132) (CDS_0033)
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uvig_245723: 11,137-32,808 (+)
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25 26 27
LPS (VF0561) (CDS_0028)
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PDC-S42_WP_165601015.1 (CDS_0031)
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IMGVR_UViG_3300029607_000290|3300029607|Ga0244907_100056|50661-89785: 11,137-30,878 (+)
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