deoxynucleoside monophosphate kinase (CDS_0057)
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Streptomyces_phage_Haizum: 40,022-43,807 (+)
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Streptomyces_phage_Amethyst: 39,256-45,335 (+)
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Streptomyces_phage_Diane: 37,247-42,228 (+)
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Streptomyces_phage_ELB20: 38,724-44,084 (+)
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Streptomyces_phage_R4: 38,873-44,233 (+)
63 unknown function (CDS_0064)
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Streptomyces | phage Paedore 39,076-45,176 (+)
53 HNH endonuclease (CDS_0057) 58 59 60
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NC_054668.1:38419-43,246 (+)

HNH endonuclease (CDS_0060)

53 54 57 58 unknown function (CDS_0061) 64
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IMGVR_UViG_2934171749_000001|293417174912934171760|168839-221838: 39,760-45,528 (+)

55 59 61 unknown function (CDS_0062) 65
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Streptomyces_phage_BartholomewSD: 38,805-44,638 (+)
60 unknown function (CDS_0061)

E

NC_054670.1: 39,731-45,334 (+)
60  unknown function (CDS_0061)
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Streptomyces_phage_TinaBelcher: 39,728-45,245 (+)
56 unknown function (CDS_0057) 59

Streptomyces_phage_Animus: 39,040-43,737 (+)
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NC_054661.1:39,410-44,031 (+)
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DNA, RNA and nucleotide metabolism other unknown function
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