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56
HNH endonuclease (CDS_0057)
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NC_041849.1: 41,201-50,597 (+)
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Streptomyces_phage_BartholomewSD: 41,073-51,411 (+)
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Streptomyces_phage_TinaBelcher: 41,628-48,083 (+)
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Streptomyces_phage_TrvxScott: 41,765-51,880 (+)
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Streptomyces_phage_Bowden: 41,723-52,585 (+)

67 68 69 70 71 72 73

NC_054670.1: 41,712-51,908 (+)

67 68 69 70 71 72 73
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