sigma factor transcriptional regulator (CDS_0047) thymidylate synthase (CDS_0049) deoxynucleoside monophosphate kinase (CDS_0057)
43 44 45 46 DNA invertase (CDS_0048) 50 51 5253 54 55 56 58 59
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Streptomyces_phage_Tefunt: 30,250-41,318 (+)
49 50 51 5253
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Streptomyces_phage_Haizum: 30,248-41,404 (+)
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Streptomyces_phage_Amethyst: 29,935-40,615 (+)

unknown function (CDS_0058)
transcriptional regulator (CDS_0044) 48 49 50 51 57 59

Streptomyces_phage_Animus: 30,058-42,697 (+)

HNH endonuclease (CDS_0046) 48 49 50 51 53 57
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NC_054661.1:30,163-42,449 (+)
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IMGVR_UViG_2934171749 _000001|2934171749|2934171760|168839-221838: 30,382-42,346 (+)
51 52 53 55 56 59

Streptomyces_phage_Paedore: 37,174-42,126 (+)
HNH endonuclease (CDS_0057)
49 52 53 58 59 60 61

NC_054668.1:36,572-43,085 (+)
52 55 58 60
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Streptomyces_phage_TinaBelcher: 37,994-43,625 (+)
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