
NC_041849.1: 43,499-51,147 (+)
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HNH endonuclease (CDS_0078)
tRNA-Phe(GAA)
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Streptomyces_phage_R4: 43,648-51,058 (+)

72 73 74 75 76 HNH endonuclease (CDS_0077)

Streptomyces_phage_Paedore: 44,760-52,730 (+)
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Streptomyces_phage_Diane: 43,246-50,472 (+)
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NC_054661.1: 43,452-50,530 (+)

65 66 68 69 70
HNH endonuclease (CDS_0071)
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IMGVR_UViG_2934171749_000001|2934171749|2934171760|168839-221838: 44,955-52,681 (+)
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NC_054660.1: 39,992-50,615 (+)

deoxynucleoside monophosphate kinase (CDS_0055)
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unknown function (CDS_0058)
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Streptomyces_phage_Animus: 40,151-50,776 (+)
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DNA, RNA and nucleotide metabolism other tail unknown function tRNA


