oMTase_00015 orphan (CDS_0003)
terminase large subunit (CDS_0001)
nucleotide kinase (CDS_0006)
exonuclease (CDS_0005)
4 \ ‘nucleotide pyrophosphohydrolase (CDS_0007)

.

I
GV-GENOME-0193293:1-3,480 (+)

= <

|

—
MGV-GENOME-0193138:2-2,624 (+)
1 2 nucleotide pyrophosphohydrolase

—
MGV-GENOME-0176703:2-2,639 (+)

transcriptional regulator (CDS_0009)
endonuclease (CDS_0007)

terminase large subunit (CDS_0001) 2 RNA polymerase (CDS_0003) 4 5 6 DNA primase/helicase (CDS_0008) DNA polymerase | (CDS_0010)
|
> e U ) ) —OoC o o
I —

MGV-GENOME-0294163: 1-15,420 (+)
transcriptional regulator (CDS_0008)
endonuclease (CDS_0006)
terminase large subunit (CDS_0001) RNA polymerase (CDS_0002) 3 4 5 DNA primase/helicase (CDS_0007) DNA polymerase | (CDS_0009)

DD r — O o

IMGVR_UViG_3300030320_000378|3300030320|Ga0244994_100531|30388-70466:1-15,250 (+)
transcriptional regulator (CDS_0028)
endonuclease (CDS_0030)
34 RNA polymerase (CDS_0033) 32 31 DNA primase/helicase (CDS_0029) DNA polymerase | (CDS_0027)

a— DT ) O o

—
MGV-GENOME-0230184:19,522-31,777 (-)
endonuclease (CDS_0004)
RNA polymerase (CDS_0001) DN‘A primase/helicase (CDS_0005) DNA polymerase | (CDS_0008)
2 S 6 7 9

| DO ) G

—
MGV-GENOME-0231387:1-10,770 (+)

|

transcriptional regulator (CDS_0007)
RNA polymerase (CDS_0001)endonuclease (CDS_0005)

LB

2 3 4 DNA primase/helicase (CDS_0006) DNA polymerase | (CDS_0008)

| 0 0 — O

—
MGV-GENOME-0171346:1-10,881 (+)

transcriptional regulator (CDS_0009)
endonuclease (CDS_0007)
6 DNA primase/helicase (CDS_0008) DNA polymerase | (CDS_0010)

45
DD D) ) — ot o

3

H—

MGV-GENOME-0237418:1-11,056 (+)

transcriptional regulator (CDS_0011)
endonuclease (CDS_0009)
1 2 3 4 RNA polymerase (CDS_0005) 6 7 8 DNA primase/helicase (CDS_0010) DNA polymerase | (CDS_0012)

D | 0 ) — o

—
MGV-GENOME-0277610:301-16,958 (+)

transcriptional regulator (CDS_0011)
endonuclease (CDS_0009)
1 2 3 4 RNA polymerase (CDS_0005) 6 7 8 DNA primase/helicase (CDS_0010) DNA polymerase | (CDS_0012)

{0 | an I N ) T — O o0

Ma_2019_SRR413727_NODE_925 length_30506_cov_2.609734:2-15,727 (+)
endonuclease (CDS_0005) anti-repressor (CDS_0008)

DNA primase/helicase (CDS_0006) DNA polymerase | (CDS_0009)
terminase large subunit (CDS_0001) RNA polymerase (CDS_0002) 3 4 \ 7 10
e 1 O O )
IMGVR_UViG_3300045988_161233|3300045988|Ga0495776_178134:1-14,728 (+)

endonuclease (CDS_0004) anti-repressor Ant (CDS_0007)
DNA primase/helicase (CDS_0005)
RNA polymerase (CDS_0001) 2 3 \ 6 DNA polymerase | (CDS_0008)

MGV-GENOME-0218991:335-12,169 (+)

k 6000 nt {
DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (PADLOC)
I I




