
uvig_494905: 23,772-35,467 (+)

3031

hemolysin (CDS_0032)

33
endolysin (CDS_0034)

35

transcriptional repressor (CDS_0036)

37 38 39
DnaD-like helicase loader (CDS_0040)

anti-SOS response (APIS178) (CDS_0041)

42 43
44

45 46 47 48 49
toxin (CDS_0050)

toxin-antitoxin system HicB-like (CDS_0051)

tRNA-Ile(TAT)

terminase small subunit (CDS_0052)

MGV-GENOME-0213818: 24,871-30,442 (+)

38 39 40

MGV-GENOME-0257077: 23,791-37,942 (+)

35 36

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0037)

38

RecT-like ssDNA annealing protein (CDS_0039)

replication terminator (CDS_0040)
41

RusA-like Holliday junction resolvase (CDS_0042)

replication initiation protein (CDS_0043)
anti-SOS response (APIS178) (CDS_0044)

45 46
47

48
49

50
51

52

MGV-GENOME-0245593: 22,347-36,032 (+)

33

RecT-like ssDNA annealing protein (CDS_0034)

replication terminator (CDS_0035)

36

RusA-like Holliday junction resolvase (CDS_0037)

38
replisome organizer (CDS_0039)

anti-SOS response (APIS178) (CDS_0040)

41 42 43 44 45 46

MGV-GENOME-0214945: 22,348-30,649 (+)

34 35 36 37 38 39 40

uvig_128470: 24,481-41,347 (+)

37
transcriptional repressor (CDS_0038)

39 40 41 42 43
replication terminator (CDS_0044)

45

RusA-like Holliday junction resolvase (CDS_0046)
replication initiation protein (CDS_0047)

48 49 50 51 52 53 54
55

56 57

MGV-GENOME-0275601: 24,481-37,581 (+)

37 38

replication terminator (CDS_0039)

40

RusA-like Holliday junction resolvase (CDS_0041)

replisome organizer (CDS_0042)
43 44 45 46 47 48 49

50
51 52

uvig_211606: 24,363-40,431 (+)

37
transcriptional repressor (CDS_0038)

39 40 41 42 43 44
ABC transporter (CDS_0045)

46 47 48 49
50

51 52 53
54

55 56

uvig_202048: 23,740-37,423 (+)

35 36
endonuclease (CDS_0037)

38 39 40 41 42
ABC transporter (CDS_0043)

44 toxin (CDS_0045)
toxin-antitoxin system HicB-like (CDS_0046)

MGV-GENOME-0184181: 21,693-25,175 (+)

34 35

MGV-GENOME-0243852: 23,724-33,771 (+)

35
transcriptional repressor (CDS_0036)

37 38 39 40 41 42 43 44 45

MGV-GENOME-0220650: 23,801-31,659 (+)

35
DNA helicase (CDS_0036)

37 38 39 40 41

MGV-GENOME-0238745: 23,755-31,804 (+)

35 36
DNA helicase (CDS_0037)

38 39404142 43

MGV-GENOME-0258918: 23,855-37,000 (+)

35

transcriptional repressor (CDS_0036)

37 38

endonuclease (CDS_0039)
DNA polymerase (CDS_0040)

41 DNA primase (CDS_0042) 43 44 45 46 47

48
49

50

MGV-GENOME-0238783: 21,748-34,856 (+)

tail fiber protein (CDS_0027)
28 32

endolysin (CDS_0033)
34

transcriptional repressor (CDS_0035)

36 37 38 39
DNA helicase (CDS_0040)

41 42 43 44 45 47 48

uvig_310086: 26,461-35,982 (+)

38 39

anti-SOS response (APIS178) (CDS_0040)

41 42
43

44
45

46

47
48

49

MGV-GENOME-0232997: 24,331-31,553 (+)

35
36

37
38

39 40
41

42

MGV-GENOME-0238064: 24,643-34,912 (+)

DNA helicase (CDS_0035) 36

DNA helicase (CDS_0037)

38 39
40

41 42

IMGVR_UViG_3300045988_087300|3300045988|Ga0495776_172927: 23,900-42,782 (+)

35

transcriptional repressor (CDS_0036)

37
PD-Lambda-1_WP_005960421.1 (CDS_0038)

39 40 41 42 43
44

45 46 47

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0048)

49 50

RusA-like Holliday junction resolvase (CDS_0051)

DnaD-like helicase loader (CDS_0052)
anti-SOS response (APIS178) (CDS_0053)

54 55 56
57

58 59 60

MGV-GENOME-0234437: 23,900-31,444 (+)

35

transcriptional repressor (CDS_0036)

37 38
39

40 41 42

7000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (PADLOC) anti-defence (dbAPIS) tRNA


