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Ma_2019_SRR341616_NODE_100_length_61627_cov_3.455353: 10,573-28,571 (+)
phosphofructokinase (CDS_0023)
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MGV-GENOME-0345206: 10,810-28,184 (+)
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uvig_251501: 10,899-27,666 (+)
RegX3 (VF0858) (CDS_0026)ATPase (CDS_0031)
LigA (VF1220) (CDS_0022) DNA polymerase (CDS_0033)
21 23 24 25 27 28 29 30 32 phosphofructokinase (CDS_0034)
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Ma_2019_SRR341613 NODE_56_length_79893_cov_2.494852: 10,899-44,085 (+)
RegX3 (VF0858) (CDS_0026)
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kinase (CDS_0025) DNA polymerase (CDS_0032)
21 23 24 \ 27 28 29 31 phosphofructokinase (CDS_0033)
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uvig 256256:10,561-45,643 (+)
Hemolysin (VF0879) (CDS_0039)
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uvig 464342:10,810-46,647 (+)
Hemolysin (VF0879) (CDS_0039)
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uvig 247700: 10,936-51,803 (+)
Hemolysin (VF0879) (CDS_0040)
LigA (VF1220) (CDS_0023) exonuclease (CDS_0035) T tyrosyl-tRNA synthetase (CDS_0044)
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uvig 257736:10,810-51,194 (+)
LigA (VF1220) (CDS_0021) Hemolysin (VF0879) (CDS_0038)
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uvig 125178:10,899-46,322 (+)
LigA (VF1220) (CDS_0023)
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uvig 284877:10,559-36,471 (+)
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