
uvig_101578: 17,251-36,707 (+)

31 32 33

virion structural protein (CDS_0034)

35
tail protein (CDS_0036)

37

nitroreductase (CDS_0038)

39 40 41 42

UmuD-like protein (CDS_0043)

retron_type_VI_hth_cluster2_1 (CDS_0044)

anti-repressor Ant (CDS_0045)

46
47

48 49

Sak4-like ssDNA annealing protein (CDS_0050)

51 DNA helicase

MGV-GENOME-0253679: 9,358-21,992 (+)

tail chaperone protein (CDS_0014)
retron_type_VI_hth_cluster2_1 (CDS_0019)

20 23

IMGVR_UViG_3300045988_063770|3300045988|Ga0495776_162888: 12,965-28,068 (+)

19

holin (CDS_0021)
22

23
24

25 26
ATPase (CDS_0027)

transcriptional regulator (CDS_0028)
retron_type_VI_hth_cluster2_1 (CDS_0029)

33

MGV-GENOME-0283821: 13,183-28,231 (+)

holin (CDS_0020)
21

22
23

24 25
ATPase (CDS_0026)

27

IMGVR_UViG_3300029796_000465|3300029796|Ga0243875_1000495|5594-39752: 12,814-24,867 (+)

20
21

endolysin (CDS_0022)

23

MGV-GENOME-0272557: 20,066-35,686 (+)

34
35

36 37 38 39
UmuD-like protein (CDS_0040)

retron_type_VI_hth_cluster2_1 (CDS_0041)

uvig_14707: 20,066-34,846 (+)

holin (CDS_0034)35
endolysin (CDS_0036)

37 38

UmuD-like protein (CDS_0039)

retron_type_VI_hth_cluster2_1 (CDS_0040)

IMGVR_UViG_3300029445_000457|3300029445|Ga0243741_1000575|376-39525: 20,766-37,539 (+)

35
36

37 38 39 40 4142 retron_type_VI_hth_cluster2_1 (CDS_0043)

uvig_23404: 19,976-38,268 (+)

holin (CDS_0030)
31

32
33

endolysin (CDS_0034)

35 ATPase (CDS_0036) 37
UmuD-like protein (CDS_0038)

retron_type_VI_hth_cluster2_1 (CDS_0039)

42

Shkoporov_2019_SRR9161588_NODE_48_length_37984_cov_38.322576: 12,817-29,664 (+)

17 holin (CDS_0021)22
endolysin (CDS_0023)

24 25 26
transcriptional regulator (CDS_0027)

retron_type_VI_hth_cluster2_1 (CDS_0028)

SAMN11893692_a1_ct6038: 12,817-31,225 (+)

20
21

endolysin (CDS_0022)

23 24 25
transcriptional regulator (CDS_0026)

retron_type_VI_hth_cluster2_1 (CDS_0027)

32 DNA helicase (CDS_0035)

uvig_440720_: 12,894-27,078 (+)

holin (CDS_0021)
22

nucleoside 2-deoxyribosyltransferase (CDS_0023)

24

transcriptional repressor (CDS_0025)

26 30

uvig_283002: 12,987-43,001 (+)

holin (CDS_0022)23
24

endolysin (CDS_0025)

26
ATPase (CDS_0027)

28 29 30 31 32 33 34 35 36
37

38 39 40
FS_Sma__Sma (CDS_0041)

transcriptional regulator (CDS_0042)

43

retron_type_VI_hth_cluster2_1 (CDS_0044)

10000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


