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MGV-GENOME-0174999:1-13,978 (+)

MGV-GENOME-4372448:1-11,652 (+)

MGV-GENOME-4353454:1-8,897 (+)
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MGV-GENOME-4347587: 1-8,443 (+)
DNA methyltransferase (CDS_0009)
MTase_II_00039 Type (CDS_0007)
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MGV-GENOME-0228719: 1-23,125 (+)

MTase_|I_00094 Type (CDS_0010)
MTase_II_00039 Type (CDS_0007)
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MGV-GENOME-0200299: 1-18,088 (+)
phosphoheptose isomerase (CDS_0014)
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MGV-GENOME-0188662:1-16,084 (+)
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MGV-GENOME-4371584:1-11,273 (+)

phosphoheptose isomerase (CDS_0014)
DNA topoisomerase (Cﬁ_OOIZ)
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MGV-GENOME-0198971:1-17,840 (+)
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MGV-GENOME-0171311: 1-13,448 (+)
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MGV-GENOME-0172533:1-13,613 (+)
phosphoheptose isomerase (CDS_0018)
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MGV-GENOME-0168917:1-13,661 (+)
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MGV-GENOME-0277934:1-11,258 (+)
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SRS144362_al ct39092 vs01:1-13,940 (+)
4 5 6 10 endolysin (CDS_0011)

MGV-GENOME-4355681: 1-9,702 (+)
9000 nt i
DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
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