major tail protein (CDS_0009)
" {ail length tape measure protein (CDS_0012)
head closure Hc1 tail fiber protein (CDS_0014)
7 8 | 1011 13 15 16 17 18 19 20 MTase_II_00157 Type (CDS_0021)

I E— —
MGV-GENOME-0147507:5,419-17,442 (+)
tail length tape measure protein (CDS_0012) 13 tail fiber protein (CDS_0014)

I N E—
MGV-GENOME-0141920:5,410-16,610 (+)
tail length tape measure protein (CDS_0012) 13 14 15 16

I R —
MGV-GENOME-0140338:5,419-15,879 (+)
tail length tape measure protein (CDS_0012) 13 tail fiber protein (CDS_0014) 15 16 17

I N —
MGV-GENOME-0156114:5,419-18,405 (+)
tail length tape measure protein (CDS_0012) 13 14 15 16

MGV-GENOME-4329638:5,419-14,567 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS154) (CDS_0013)
12 14 15 16

uvig_332877:5419-12,648 (+)
12 13 14 15 16

MGV- GENOME 0114177 5,419-13,932 (+)
tail length tape measure protein (CDS_0012) 13 tail fiber protein (CDS_0014) 15

I N —
MGV-GENOME-0147158:5,419-18,215 (+)
tail length tape measure protein (CDS_0012) 13 14

MGV-GENOME-0150994:5,419-17,893 (+)
tail length tape measure protein (CDS_0012) 13 14 15

I N —
MGV-GENOME-0112617: 5,420-14,725 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S154) (CDS_0014)
12 13 15 16 17 18 19

MGV-GENOME-0117714:5,419-15,160 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S154) (CDS_0023)

tail protein (CDS_0015) endolysin (CDS_0019)
tail length tape measure protein (CDS_0012) 13 tail fiber protein (CDS_0014) 16 17 18 20 21 22 24 25
I 0, O S, S N, F— 1 O Wy SO Wy W W, W/
MGV-GENOME-0189815:5,415-23,680 (+)
tail protein (CDS_0015) endolysin (CDS_0019)

tail length tape measure protein (CDS_0012) 13 tail fiber protein (CDS_0014) 16 17 18 20 21 22

a1
%

MGV-GENOME-0277047:5,415-21,771 (+)
amidase (CDS_0018)
tail length tape measure protein (CDS_0012) 13 14 15 16 17 19 20

MGV- GENOME 0153895 5419-19,117 (+)
RM_Type_lI_Type_ll_MTases_FAM_3 (CDS_0026)
tail length tape measure protein (CDS_0012) 13 tail protein (CDS_0014) 15 16 17 18 19 20 25 2728

—-—E——" e S S S E—— R
MGV-GENOME-0166954:5,419-21,444 (+)

tail length tape measure protein (CDS_0012) 13 14 15 20 21 nucleoside deoxyribosyltransferase (CDS_0022)

— — —
uvig 152142 :5457-17,135 (+)

tail fiber protein (CDS_0015) radical SAM domain protein (CDS_0021)
tail length tape measure protein (CDS_0012) 13 14 16 22
I N — L5 8 [ | |/}
MGV-GENOME-0150015: 5,458-18,468 (+)
amidase (CDS_0019) radical SAM domain protein (CDS_0025)
tail length tape measure protein (CDS_0012) 13 14 tail fiber protein (CDS_0015) 16 17 18 20 26

——
uvig_481947:5, 458 20,812 (+)

head closure Hc1 (CDS_0006)
tail length tape measure protein (CDS_0012)
10 13 14 tail protein (CDS_0015)

»
r

MGV-GENOME-0150082:5,147-17,775 (+)
7000 nt i
DNA, RNA and nucleotide metabolism connector lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA
— I L] I




