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MGV-GENOME-0238911: 6,845-20,291 (+)
Rha-like transcription&'egulator (CDS_0023)
PDC-S47_WP_148603747.1 (CDS_0021)

Retron_VI_HTH (CDS_0018)
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MGV-GENOME-0189511:6,862-18,028 (+)
PDC-547_WP_148603747.1 (CDS_0025)
transcriptional repressor (CDS_0021)
Retron_VI_HTH (CDS_0022) Rha-like transcriptional regulator (CDS_0027)
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MGV-GENOME-0222471:7,034-19,635 (+)
PDC-S47_WP_148603747.1 (CDS_0024)
transcriptional repressor (CDS_0020)
Retron_VI_HTH (CDS_0021) Rha-like transcriptional regulator (CDS_0026)
head protein (CDS_0018) 19 | [ 22 23 25
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MGV-GENOME-0241699:7,269-19,722 (+)

DNA polymerase exonuclease subunit (CDS_0021)
PDC-547_WP_148603747.1 (CDS_0027)
transcriptional repressor (CDS_0023)

PDC-S05_WP_205747975.1 (CDS_0020) Retron_VI_HTH (CDS_0024) Rha-like transcriptional regulator (CDS_0029)
head protein (CDS_0018) 19 \ 22 | T 2526 28]
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uvig_15119:7,034-23,270 (+)
DNA polymerase exonuclease subunit (CDS_0027) Rha-like transcriptional regulator (CDS_0036)

PDC-S47_WP_148603747.1(CDS_0034)
endolysin (CDS_0020) transcriptional repressor (CDS_0030)
holin (CDS_0022)PDC-S05_WP_205747975.1 (CDS_0026)  Retron_VI_HTH (CDS_0031)
tail length tape measure protein (CDS_0015)  head protein (CDS_0018)19 | 21| 23 24 25 \ 28 29 | [3233 35
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uvig 164173:7,269-25,166 (+)

Rha-like transcriptional regulator (CDS_0017)
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MGV-GENOME-0168390: 6,842-15,529 (+)
DNA polymerase exonuclease subunit (CDS_0024)
transcriptional regulator (CDS_0026)
endolysin (CDS_0020) PDC-S05_WP_205747975.1(CDS_0023) Retron_VI_HTH (CDS_0027)
head protein (CDS 0018)19 | 21 22 | 25 | [ 28293031 3233 34
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uvig_234381:7,113-25,840 (+)
transcriptional repressor (CDS_0022)
Retron_VI_HTH (CDS_0023)
endolysin (CDS_0020) T
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MGV-GENOME-0233363:7,113-20,436 (+)
DNA polymerase exonuclease subunit (CDS_0022)

Eranscriptional repressor (CDS_0024)
PDC-S05_WP_205747975.1 (CDS_0021) Retron_VI_HTH (CDS_0025)
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MGV-GENOME-0218656:7,157-22,439 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0025)
transcriptional regulator (CDS_0023) Retron_VI_HTH (CDS_0027)
UmuD-like protein (CDS_0026)
head protein (CDS_0018) 19 20 21 22 24 | | 282930 3132 33
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Ma_2019_SRR413648 NODE_476_length_31569_cov_5.452719:7,378-23,438 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0023)
transcriptional regulator (CDS_0021) Retron_VI_HTH (CDS_0025)
UmuD-like protein (CDS_0024)
18 19 20 22 | | 262728 2930 31
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MGV-GENOME-0221392:7,378-22,853 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0026)
transcriptional regulator (CDS_0024) Retron_VI_HTH (CDS_0028)
UmuD-like protein (CDS_0027)
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MGV-GENOME-0224222: 7,378-24,130 (+)
neck protein (CDS_0010)
9 14 15 16 Rha-like transcriptional regulator (CDS_0017)
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MGV-GENOME-0154291:6,627-12,870 (+)
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