
uvig_71341: 17,269-35,639 (+)

22 23 24 25 26 27

virion structural protein (CDS_0028)

29
virion structural protein (CDS_0030)

31 32

uvig_161712: 4,343-24,690 (-)

HNH endonuclease (CDS_0006)9

MGV-GENOME-0376316: 2,840-24,054 (-)

810

MGV-GENOME-0374444: 2,841-22,289 (-)

7

MGV-GENOME-0376459: 3,984-24,706 (-)

Cas14u CAS-V-F; (CDS_0005)8

SAMN10290190_a1_ct16252_vs1: 2,840-22,902 (-)

8

uvig_256385: 2,841-24,718 (-)

89

IMGVR_UViG_3300029855_000001|3300029855|Ga0245295_1000114: 2,840-23,648 (-)

78

MGV-GENOME-0350643: 3,984-24,978 (-)

7813

MGV-GENOME-0370526: 2,841-21,634 (-)

7

IMGVR_UViG_3300029111_000001|3300029111|Ga0168815_100065: 2,841-18,993 (-)

6

IMGVR_UViG_3300029880_000002|3300029880|Ga0245255_100104: 3,984-20,130 (-)

6

MGV-GENOME-0358355: 5,737-23,661 (-)

7914

uvig_391149: 6,874-23,773 (-)

8

IMGVR_UViG_3300008622_000013|3300008622|Ga0111363_100034: 6,874-25,323 (-)

9

MGV-GENOME-0357601: 5,737-24,811 (-)

810

uvig_176073: 6,880-24,894 (-)

9

MGV-GENOME-0375190: 2,839-22,167 (-)

7

MGV-GENOME-0375350: 2,840-23,442 (-)

8

IMGVR_UViG_3300045988_085565|3300045988|Ga0495776_009436: 2,841-21,703 (-)

78

uvig_249541: 2,841-21,386 (-)

7

uvig_511044: 19,974-35,827 (+)

33

uvig_288147: 2,841-22,779 (-)

7cas12f2_V-F_3 (CDS_0012)

IMGVR_UViG_3300045988_081682|3300045988|Ga0495776_009414: 2,841-22,783 (-)

8

MGV-GENOME-0376930: 2,841-24,302 (-)

78

uvig_327416: 3,976-24,160 (-)

78

MGV-GENOME-0371183: 2,841-23,482 (-)

8

uvig_11501: 80,793-101,000 (+)

100

MGV-GENOME-0376201: 2,839-24,233 (-)

78Cas14u CAS-V-F; (CDS_0010)

IMGVR_UViG_3300045988_074213|3300045988|Ga0495776_001980: 2,841-23,278 (-)

789

IMGVR_UViG_3300045988_106557|3300045988|Ga0495776_009857: 4,172-24,389 (-)

910

uvig_156458: 2,841-21,931 (-)

78

uvig_129276: 2,841-24,453 (-)

589

IMGVR_UViG_3300045988_066304|3300045988|Ga0495776_009472: 2,841-23,020 (-)

78

IMGVR_UViG_3300045988_083637|3300045988|Ga0495776_122673: 2,841-24,174 (-)

89

OTU_41: 2,840-22,774 (-)

8

uvig_260049: 2,841-24,297 (-)

89

SRS021219_a1_ct10113_vs1: 19,453-38,258 (+)

31

MGV-GENOME-0373454: 2,841-21,649 (-)

7

IMGVR_UViG_3300045988_086538|3300045988|Ga0495776_119914: 2,840-22,243 (-)

58

uvig_561203: 2,841-23,405 (-)

8

uvig_596867: 2,841-22,931 (-)

8

OTU_42: 2,841-23,578 (-)

8

IMGVR_UViG_3300045988_111939|3300045988|Ga0495776_101875: 4,349-24,417 (-)

10

IMGVR_UViG_3300045988_105077|3300045988|Ga0495776_119940: 2,840-22,313 (-)

7

uvig_556993: 2,840-25,000 (-)

78transposase (CDS_0011)

MGV-GENOME-0358492: 2,840-24,475 (-)

89

OTU_44: 2,839-23,183 (-)

78

uvig_364561: 6,880-25,373 (-)

7Cas14u CAS-V-F; (CDS_0009)

IMGVR_UViG_3300045988_097601|3300045988|Ga0495776_119829: 2,841-22,858 (-)

7

MGV-GENOME-0374821: 5,738-23,171 (-)

Cas14u CAS-V-F; (CDS_0008)

uvig_199279: 4,342-25,088 (-)

6
cas12f2_V-F_2 (CDS_0007)

10

uvig_512889: 4,344-23,428 (-)

89

IMGVR_UViG_3300045988_112336|3300045988|Ga0495776_110485: 3,984-22,531 (-)

7

IMGVR_UViG_3300045988_091179|3300045988|Ga0495776_119979: 2,738-23,338 (-)

7

MGV-GENOME-0371120: 3,978-24,053 (-)

8

uvig_78171: 5,930-24,181 (-)

cas12f2_V-F_3 (CDS_0008)transposase (CDS_0009)

uvig_544430: 2,777-23,453 (-)

7

MGV-GENOME-0376357: 4,343-24,355 (-)

813

uvig_94927: 2,841-24,866 (-)

78

SRS104693_a1_ct12048_vs1: 2,841-22,994 (-)

7

IMGVR_UViG_3300045988_060723|3300045988|Ga0495776_119782: 3,984-23,588 (-)

79

IMGVR_UViG_3300045988_081536|3300045988|Ga0495776_009625: 3,984-24,648 (-)

58

MGV-GENOME-0376485: 3,984-25,135 (-)

8

uvig_167231: 3,978-21,866 (-)

Cas14u CAS-V-F; (CDS_0005)

MGV-GENOME-0376232: 2,840-23,318 (-)

78

MGV-GENOME-0376028: 3,984-24,142 (-)

7

IMGVR_UViG_3300045988_059540|3300045988|Ga0495776_009647: 3,984-23,987 (-)

7

uvig_33924: 3,984-24,814 (-)

710

MGV-GENOME-0376789: 2,841-23,058 (-)

7

MGV-GENOME-0373977: 2,841-24,825 (-)

7

IMGVR_UViG_3300045988_088996|3300045988|Ga0495776_009383: 2,839-22,938 (-)

710

uvig_574027: 7,246-27,970 (-)

Cas14u CAS-V-F; (CDS_0010)
transposase (CDS_0012)

Cas14u CAS-V-F; (CDS_0013)

MGV-GENOME-4431963: 3,978-22,633 (-)

Cas14u CAS-V-F; (CDS_0005)11

IMGVR_UViG_3300006476_000004|3300006476|Ga0100233_100089: 3,984-24,018 (-)

711

OTU_919: 4,349-21,760 (-)

Cas14u CAS-V-F; (CDS_0006)11

uvig_210128: 1-19,810 (-)

terminase large subunit (CDS_0001)Cas14u CAS-V-F; (CDS_0005)

IMGVR_UViG_3300045988_090892|3300045988|Ga0495776_119901: 3,983-19,837 (-)

Cas14u CAS-V-F; (CDS_0005)

uvig_311227: 2,841-19,610 (-)

cas12f2_V-F_3 (CDS_0005)

IMGVR_UViG_3300045988_079872|3300045988|Ga0495776_138295: 2,841-18,360 (-)

5

MGV-GENOME-0376696: 2,841-18,972 (-)

5

uvig_322897: 3,978-17,395 (-)

Cas14u CAS-V-F; (CDS_0004)

IMGVR_UViG_3300029996_000056|3300029996|Ga0245029_100101: 2,841-18,991 (-)

56

MGV-GENOME-0373255: 2,841-18,994 (-)

5

uvig_5553: 3,984-23,223 (-)

568

uvig_291334: 1-21,415 (-)

5

SAMEA2737796_a1_ct74372_vs1: 3-9,463 (-)

1

MGV-GENOME-0376616: 1-18,996 (-); 155,859-156,704 (-)

5 208209

MGV-GENOME-0376641: 1-18,972 (-); 156,207-157,052 (-)

5

MGV-GENOME-0376059: 105-19,055 (+)

6 7

uvig_173410: 6,881-24,823 (-)

81415

MGV-GENOME-0352656: 5,737-24,591 (-)

9

SAMN06164733_a1_ct82888_vs1: 6,914-24,402 (-)

1016

uvig_208769: 5,737-25,173 (-)

Type_V_V_U4 Cas12 (CDS_0009)
transposase (CDS_0010)15

uvig_541587: 6,881-26,938 (-)

1015

IMGVR_UViG_3300045988_080503|3300045988|Ga0495776_009366: 5,942-24,463 (-)

8910111216

IMGVR_UViG_3300029020_000001|3300029020|Ga0169702_100033: 1-9,084 (-)

1

IMGVR_UViG_3300045988_079457|3300045988|Ga0495776_110539: 1-10,281 (-)

1

uvig_214527: 1-11,585 (-)

1

MGV-GENOME-0375075: 1-13,079 (-)

1cas12f2_V-F_3 (CDS_0002)

uvig_5202: 2,841-13,483 (-)

3

IMGVR_UViG_3300045988_081907|3300045988|Ga0495776_138179: 2,841-12,610 (-)

3

uvig_324256: 89,391-96,563 (+)

104

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision unknown function defence (DefenseFinder) defence (PADLOC)


