
MGV-GENOME-0373001: 78,261-84,276 (+)

81 82 83 84 85 86 87 88
DnaB-like replicative helicase (CDS_0089)

90 91 92

MGV-GENOME-0371183: 65,434-71,170 (+)

82

uvig_331148: 40,016-44,613 (+)

40

MGV-GENOME-0375524: 104,648-110,380 (+)

101

IMGVR_UViG_3300029564_000002|3300029564|Ga0244919_100100: 110,662-116,382 (+)

115 116

IMGVR_UViG_3300045988_066299|3300045988|Ga0495776_101965: 102,842-108,836 (+)

109 110

SAMEA2580230_a1_ct31063_vs1: 96,460-104,175 (+)

93 94
transposase (CDS_0095)

Cas14u CAS-V-F; (CDS_0096)

uvig_556993: 42,828-47,142 (+)

46

MGV-GENOME-0376361: 108,287-114,949 (+)

104
transposase (CDS_0105)

Cas14u CAS-V-F; (CDS_0106)

IMGVR_UViG_3300045988_075272|3300045988|Ga0495776_009595: 105,923-111,921 (+)

107 112 113 114

IMGVR_UViG_3300045988_074601|3300045988|Ga0495776_009822: 96,040-102,766 (+)

95 101

IMGVR_UViG_3300045988_076378|3300045988|Ga0495776_009773: 98,896-105,411 (+)

96 99 103

IMGVR_UViG_3300045988_070902|3300045988|Ga0495776_009426: 102,067-108,719 (+)

109

OTU_41: 105,956-112,321 (+)

109

IMGVR_UViG_3300045988_106557|3300045988|Ga0495776_009857: 103,122-109,790 (+)

94 95 100 101

IMGVR_UViG_3300045988_090332|3300045988|Ga0495776_009691: 101,686-108,654 (+)

113 117

MGV-GENOME-0375075: 104,194-110,773 (+)

97

IMGVR_UViG_3300045988_073117|3300045988|Ga0495776_119982: 97,842-104,846 (+)

107

IMGVR_UViG_3300045988_078415|3300045988|Ga0495776_009671: 103,182-109,252 (+)

112

MGV-GENOME-0375966: 106,789-112,867 (+)

109 110

uvig_38409: 39,038-42,959 (+)

37

uvig_383718: 40,716-45,086 (+)

35

uvig_78171: 38,347-43,346 (+)

36 37

uvig_141128: 64,895-68,893 (+)

75

SAMN06164731_a1_ct47425_vs1: 41,208-45,166 (+)

38 39

IMGVR_UViG_3300045988_076375|3300045988|Ga0495776_119969: 106,660-112,098 (+)

110

uvig_48897: 40,594-44,644 (+)

37

IMGVR_UViG_3300045988_108138|3300045988|Ga0495776_081030: 113,853-120,819 (+)

116 120

IMGVR_UViG_3300045988_096819|3300045988|Ga0495776_009775: 100,738-107,714 (+)

DHH phosphoesterase
89 94

IMGVR_UViG_3300045988_088996|3300045988|Ga0495776_009383: 106,606-112,595 (+)

106

MGV-GENOME-0371120: 67,713-73,386 (+)

79

IMGVR_UViG_3300045988_088994|3300045988|Ga0495776_101887: 101,353-107,299 (+)

110 112

IMGVR_UViG_3300045988_071229|3300045988|Ga0495776_009785: 100,042-107,374 (+)

100
transposase (CDS_0103)

Cas14u CAS-V-F; (CDS_0104)

IMGVR_UViG_3300029056_000002|3300029056|Ga0169699_100048: 106,736-112,695 (+)

110

MGV-GENOME-0376122: 101,686-107,597 (+)

104 106

IMGVR_UViG_3300045988_083637|3300045988|Ga0495776_122673: 106,920-113,476 (+)

113 115

IMGVR_UViG_3300008622_000013|3300008622|Ga0111363_100034: 104,027-110,636 (+)

109 112

IMGVR_UViG_3300045988_105359|3300045988|Ga0495776_101947: 105,208-111,158 (+)

111

MGV-GENOME-0375679: 105,371-112,023 (+)

108 111 114

MGV-GENOME-0375800: 105,829-112,775 (+)

105

uvig_156458: 99,479-105,386 (+)

101

IMGVR_UViG_3300045988_082845|3300045988|Ga0495776_009413: 108,017-115,111 (+)

113

MGV-GENOME-0375775: 97,446-103,375 (+)

104 109 110

IMGVR_UViG_3300029780_000001|3300029780|Ga0243204_1000048: 109,646-116,628 (+)

117
118

IMGVR_UViG_3300008478_000006|3300008478|Ga0114882_100051: 101,771-109,418 (+)

104105106

uvig_364561: 23,997-33,964 (+)

14 15 16 17 18 19 22 23

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) tRNA


