
IMGVR_UViG_3300013736_000013|3300013736|Ga0122755_100018|30898-69097: 23,850-36,055 (+)

26 27 28 29
tail protein (CDS_0030)

31 32 3334 35 integrase (CDS_0036)
transcriptional regulator (CDS_0037)
Cox-like excisionase and repressor (CDS_0038)

39 40 41 42

IMGVR_UViG_2850186833_000007|2850186833|2850186916|241872-279559: 22,948-34,801 (+)

29 30 3132 33

IMGVR_UViG_3300011361_000037|3300011361|Ga0122089_100025|27628-62256: 20,725-32,568 (+)

22 2324 25

IMGVR_UViG_2877544404_000002|2877544404|2877544404|264415-302887: 24,806-36,404 (+)

30 31 32 33

SAMN05827209_a1_ct1031_vs1: 25,921-38,939 (+)

31 32 33 34 35 36

IMGVR_UViG_2576861595_000001|2576861595|2576903060|963657-1003745: 25,921-38,028 (+)

31 32 3334 35

IMGVR_UViG_2588254291_000001|2588254291|2588316788|1649506-1688857: 25,105-37,290 (+)

29 30 31 32

IMGVR_UViG_2718217735_000007|2718217735|2718227861|3585584-3627332: 27,282-39,688 (+)

34 35 36 37

IMGVR_UViG_3300030515_000143|3300030515|Ga0268254_10000021|169045-206899: 23,163-35,784 (+)

28 2930 31 36 37 38

IMGVR_UViG_2568526359_000002|2568526359|2568566808|6839-43047: 22,542-34,147 (+)

29 30 31 32 transcriptional regulator (CDS_0034)

IMGVR_UViG_2788499887_000002|2788499887|2788515508|1069611-1103317: 19,460-31,637 (+)

25 26 27 28 29

SAMN06164453_a1_ct94764_vs1: 25,503-38,179 (+)

31 32 33 34 35

IMGVR_UViG_3300029181_000135|3300029181|Ga0167506_100124|23016-62288: 25,297-37,212 (+)

30 31 32 33

IMGVR_UViG_2880021599_000006|2880021599|2880021599|1980239-2019340: 24,781-36,961 (+)

29 3031 32

IMGVR_UViG_3300011653_000016|3300011653|Ga0120819_100029|16219-53636: 23,603-35,357 (+)

28 2930 31

IMGVR_UViG_2916627578_000001|2916627578|2916627583|6-37458: 24,690-35,308 (+)

31 32

SAMN01779882_a1_ct4346_vs1: 25,595-39,788 (+)

29 30 31 32 33 34 35 36

IMGVR_UViG_2808606811_000003|2808606811|2808653074|176490-213926: 23,305-35,376 (+)

30 31 32

TemPhD_cluster_51217: 23,303-33,820 (+)

29

IMGVR_UViG_3300012836_000031|3300012836|Ga0160505_100211: 24,057-39,613 (+)

30 31 32 33 34 35 36 37 38 39

SAMN05827234_a1_ct1142_vs1: 24,643-37,823 (+)

LPS (VF0466) (CDS_0031)
32 33 34 35

TemPhD_cluster_51592: 20,085-30,511 (+)

27 28 29

TemPhD_cluster_63310_: 19,460-29,158 (+)

transcriptional regulator (CDS_0025)

TemPhD_cluster_51070: 24,807-34,505 (+)

30

IMGVR_UViG_2854351940_000001|2854351940|2854351940|52566-90119: 23,789-35,785 (+)

31 32 3334 35 40 42

IMGVR_UViG_2841017058_000006|2841017058|2841017064|52074-90884: 24,597-37,042 (+)

30 31 32 3334 35

IMGVR_UViG_2788499878_000003|2788499878|2788515376|1270827-1312004: 27,080-39,410 (+)

32 33 34 35

IMGVR_UViG_2576861316_000002|2576861316|2576882668|44522-82690: 28,077-36,964 (+)

29 30 31 35 40

TemPhD_cluster_51244: 27,042-34,547 (+)

32

IMGVR_UViG_2657245536_000011|2657245536|2657311396|42665-82523: 29,312-38,091 (+)

33

IMGVR_UViG_3300029219_000013|3300029219|Ga0168709_100273: 29,311-36,310 (+)

transcriptional regulator (CDS_0030)
exonuclease

Ma_2019_SRR413681_NODE_455_length_43544_cov_5.325278: 23,752-41,473 (+)

32 33 34 35
MsbB2 (VF0981) (CDS_0036)

37 38 39

IMGVR_UViG_3300010270_000366|3300010270|Ga0129306_1000909|2-32945: 24,860-32,943 (+)

30 31

7000 nt

DNA, RNA and nucleotide metabolism connector integration and excision tail transcription regulation unknown function virulence (VFDB)


