anti-termination protein Q-like (CDS_0046)

UmuD-like protein (CDS_0041) MTase_Il_00164 Type (CDS_0047)
T Druantia_ll_DruM (CDS_0044) ‘ Rz-like spanin (CDS_0052) terminase small subunit (CDS_0057)
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TemPhD_cluster_11186:30,313-43,288 (+); 1-2,121 (+)

46 47 48 49 50 53 54 head-tail adaptor (CDS_0002)

!

TemPhD_cluster_49154:33,659-42,776 (+); 1-2,333 (+)
anti-termination protein Q-like (CDS_0044)
RM_Type_|I_Type_ll_REase24 (CDS_0046)

DrmMII_00005 DrmMII (CDS_0045) tRNA-Arg(TCT) holin (CDS_0050)
39 | Menshen_NsnA (CDS 0047)48  holin (CDS_0049) 53
I L B N O
TemPhD. cluster 22558 80,276-41,542 (+): 1-2.333 (+)
anti-termination protein Q-like (CDS_0043) holin (CDS_0048)
MTase_|l_00164 Type (CDS_0044) 45 46 holin (CDS_0047) 50 52 53 54

TemPhD_cluster_41709:29,487-41,828 (+); 1-2,121 (+)
anti-termination protein Q-like (CDS_0048)
holin (CDS_0050)
49 | holin (CDS_0051)

34

IMGVR _UViG_3300014589 000010|3300014589|Ga0121349 100001|540375-582777:31,665-42,400 (+)
anti-termination protein Q-like (CDS_0047)

holin (CDS_0049)
48 50
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TemPhD_cluster_21084:31,327-42,065 (+); 1-2,333 (+)
anti-termination protein Q-like (CDS_0047)

holin (CDS_0049)
48 50 53 54 55
o oo e — R U— DD

TemPhD_cluster 49192:31,331-42,663 (+); 1-2,333 (+)
anti-termination protein Q-like (CDS_0047)
holin (CDS_0049)
48 50

gj

— |
TemPhD_cluster_49275:31,609-42,435 (+); 1-2,333 (+)

anti-termination protein Q-like (CDS_0044) holin (CDS_0049)
45 46 47 holin (CDS_0048) 52
{1 OO PO D—BC Ob— LoD
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TemPhD_cluster_41914:30,677-41,160 (+); 1-2,333 (+)
PDC-S45_WP_022347781.1 (CDS_0050)
anti-termination protein Q-like (CDS_0048) 51
oL O H—D1 D15
T L —— L] _— I - —
SAMNO1774275 _al ct1683 vs1:33,017-40,622 (+)
anti-termination protein Q-like (CDS_0049)
AbiLi-1 AbiLi (CDS_0043) 44 MTase_Il_00164 Type (CDS_0050) 51 holin (CDS_0052) 53 57 58 59
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IMGVR_UViG_2608642260.000001|2608642260[2608767206|41370-86549:32,651-45,177 (+)
anti-termination protein Q-like (CDS_0047)
VCAD368 (CDS_0048) holin (CDS_0052)
|~ VCA0367(CDS_0049) 50  holin (CDS_0051) 55
OO0 K —HH—10C D > K D1 8 5
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TemPhD_cluster_36035:32,800-42,103 (+); 1-2,121 (+)
VCAO0368 (CDS_0049) holin (CDS_0052)
41 42 43 48 VCAQ367 (CDS_0050) 51 T53 54 56 3
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TemPhD_cluster_49196:30,603-42,663 (+); 1- 3862( )
anti-termination protein Q-like (CDS_0048) holin (CDS_0052)
41 42 44 49 50 holin (CDS_0051) 55

|

IMGVR_UViG_3300011712_000058|3300011712|Ga0122185_100001|65307-108921: 32,820-43,612 (+)
anti-termination protein Q-like (CDS_0047) holin (CDS_0051)
40 48 49 holin (CDS_0050)

TemPhD_cluster_41471:31,626-42,421 (+); 1-2,333 (+)
49 50 53 54 55 56

N — I . - . I
IMGVR_UViG_2571042532_000003|2571042532|2571125831|666955-709548: 35,320-42,591 (+)
6000 nt {
DNA, RNA and nucleotide metabolism connector head and packaging lysis transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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