
TemPhD_cluster_41914: 28,255-34,286 (+)
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CII-like transcriptional activator (CDS_0034)

replication initiation O-like (CDS_0035)
DnaC-like helicase loader (CDS_0036)
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UmuD-like protein (CDS_0040)
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RusA-like Holliday junction resolvase (CDS_0043)

anti-termination protein Q-like

TemPhD_cluster_32726: 27,527-35,374 (+)

37 38 Druantia_II__DruM (CDS_0042)

TemPhD_cluster_49154: 29,181-36,407 (+)

38 39 40

TemPhD_cluster_25655: 27,666-36,163 (+)

AbiLi-1 AbiLi (CDS_0041) 42

SAMN01774275_a1_ct1683_vs1: 27,666-38,169 (+)

AbiLi-1 AbiLi (CDS_0041) 42
anti-termination protein Q-like (CDS_0048)

Rz-like spanin (CDS_0049)

IMGVR_UViG_2608642260_000001|2608642260|2608767206|41370-86549: 30,229-37,046 (+)

AbiLi-1 AbiLi (CDS_0043) 44

TemPhD_cluster_36035: 27,040-34,266 (+)

38 39 40 41 42

TemPhD_cluster_49196: 28,181-35,406 (+)

41 42 43

IMGVR_UViG_3300011712_000058|3300011712|Ga0122185_100001|65307-108921: 30,624-38,034 (+)

replication initiation O-like (CDS_0038) 41 42 44

TemPhD_cluster_41471: 29,430-36,840 (+)
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