
IMGVR_UViG_2608642260_000001|2608642260|2608767206|41370-86549: 13,734-28,030 (+)
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tail protein (CDS_0020)

21 22 23

toxin-antitoxin system HicB-like (CDS_0024)

25

transcriptional regulator (CDS_0026)
tRNA-Undet(NNN)

27 28 29
excisionase (CDS_0030)

31 32 33

SAMN01774275_a1_ct1683_vs1: 13,641-25,972 (+)

25 transcriptional regulator (CDS_0026)

TemPhD_cluster_49196: 13,731-26,486 (+)

25 26 31

IMGVR_UViG_3300014589_000010|3300014589|Ga0121349_100001|540375-582777: 13,746-27,733 (+)

AbiLi-1 AbiLi (CDS_0025) 26 27

TemPhD_cluster_21084: 13,527-26,901 (+)

15 20 tail protein (CDS_0021)
tail fiber assembly protein (CDS_0022)

23 AbiLi-1 AbiLi (CDS_0025) 26

IMGVR_UViG_2571042532_000003|2571042532|2571125831|666955-709548: 13,772-28,527 (+)

tail fiber protein (CDS_0021)
tail fiber assembly (CDS_0022)

23 25
AbiLi-1 AbiLi (CDS_0026)

27 28

IMGVR_UViG_3300011712_000058|3300011712|Ga0122185_100001|65307-108921: 13,772-28,939 (+)

AbiLi-1 AbiLi (CDS_0025) 26 27

TemPhD_cluster_36035: 13,776-25,609 (+)

25 26

TemPhD_cluster_41914: 13,794-26,848 (+)

25

6000 nt

integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC) pseudogene


