
uvig_149878: 46,965-60,264 (+)

54 55 56 57

pfam01930 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CDS_0058)

DNA primase/helicase (CDS_0059)
DNA polymerase (CDS_0060)

61 62
DNA polymerase (CDS_0063)

64

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0065)
metallo-phosphoesterase (CDS_0066)

67
68

69

MGV-GENOME-0347029: 21,683-33,956 (+)

35 36 37 DNA polymerase (CDS_0038)

uvig_66557: 204-14,815 (+)

DNA polymerase (CDS_0006)
7

DNA polymerase (CDS_0008)

cas12f2_V-F_3 (CDS_0010) cas12f2_V-F_2 (CDS_0015)

MGV-GENOME-0360898: 39,893-52,806 (-)

DNA polymerase (CDS_0084)
endonuclease (CDS_0085)

86

uvig_123726: 41,904-53,803 (-)

DNA polymerase (CDS_0086)
endonuclease (CDS_0087)

DNA polymerase (CDS_0088)

uvig_59223: 41,064-52,874 (-)

7782
DNA polymerase (CDS_0084)

DNA polymerase (CDS_0085)

uvig_269809: 41,133-54,643 (-)

79DNA polymerase (CDS_0082)
endonuclease (CDS_0083)

DNA polymerase (CDS_0084)

MGV-GENOME-0372283: 47,752-61,172 (+)

56 57 61 62 63 64

uvig_355286: 51,002-63,576 (+)

DNA polymerase (CDS_0065)
66 DNA polymerase (CDS_0067)

MGV-GENOME-0348107: 42,723-53,814 (-)

DNA polymerase (CDS_0081)
DNA polymerase (CDS_0082)

uvig_6976: 41,662-53,651 (-)

DNA methyltransferase (CDS_0080)

DNA polymerase (CDS_0084)

85
DNA polymerase (CDS_0086)

uvig_319784: 231-11,822 (+)

DNA polymerase (CDS_0006)
7 DNA polymerase (CDS_0008)

uvig_381302: 35,959-48,527 (-)

DNA polymerase (CDS_0075)76
DNA polymerase (CDS_0077)

HNH endonuclease (CDS_0082)83

Moreno-Gallego_2019_ERR2867948_NODE_14_length_54569_cov_19.656840: 196-12,753 (+)

DNA polymerase (CDS_0008)
9 DNA polymerase (CDS_0010)

uvig_536590: 32,085-43,997 (-)

DNA polymerase (CDS_0063)65

MGV-GENOME-0333041: 515-10,340 (+)

1

uvig_192067: 17,575-27,520 (+)

24
HNH endonuclease (CDS_0025)

26

uvig_202882: 55,136-81,554 (-)

DNA polymerase (CDS_0094)100101
102

103
104

anaerobic ribonucleoside reductase large subunit (CDS_0105)

106
107

108

endolysin (CDS_0109)
110

111112
113

114115116

tail protein (CDS_0117)

118
119

120

121122123

MGV-GENOME-0347171: 44,209-73,327 (-)
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anaerobic ribonucleoside reductase large subunit (CDS_0094)

9596
endolysin (CDS_0097)

98
99

100101102103

tail protein (CDS_0104)

105
106

107

108109110111

head protein (CDS_0112)

113
114

uvig_155228: 41,966-62,693 (-)
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dUTPase (CDS_0086)
87

88
89

anaerobic ribonucleoside reductase large subunit (CDS_0090)
homing endonuclease (CDS_0091)

anaerobic ribonucleoside reductase large subunit (CDS_0092)

9394
endolysin (CDS_0095)
96979899100

MGV-GENOME-0333893: 1-19,249 (+)

1 2 3 4 5 6

anaerobic ribonucleoside reductase large subunit (CDS_0007)

homing endonuclease (CDS_0008)
anaerobic ribonucleoside reductase large subunit (CDS_0009)

10
11

12
13 14

10000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)


