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IMGVR_UViG_2651869710_000003|2651869710|2651893857|1638032-1677185:15,233-26,290 (+)
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IMGVR_UViG_3300009363 000022|33000O9363\Ga0115223 1000275:15,347-30,131 (+)
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IMGVR_UViG_3300007206_000007|3300007206|Ga0103276_1000085: 15,314-25,330 (+)
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