
IMGVR_UViG_2654587776_000001|2654587776|2654605521|1130851-1172729: 15,346-28,324 (+)

20 21 22
baseplate protein (CDS_0023)

24 25 26 27 28 29 30 31 32 33 34 35 36 37

Sir2 (NAD-dependent deacetylase) (CDS_0038)

39
PDC-M11B_WP_204471233.1 (CDS_0040)

41 42 43 44 45

KR131710.1: 15,346-26,366 (+)

25 26 27 28 29 30 31 32 33

IMGVR_UViG_2537561939_000001|2537561939|2537610518|87703-129982: 15,347-29,824 (+)

25 26 27 28 29 30 31 32 33 34 35 36 37 38
Sir2 (NAD-dependent deacetylase) (CDS_0039)

40 46

IMGVR_UViG_2654587559_000001|2654587559|2654592321|2013479-2055758: 15,347-29,824 (+)

25 26 27 28 29 30 31 32 33 34 35 36 37 38
Sir2 (NAD-dependent deacetylase) (CDS_0039)

40

ivig_4414: 15,336-24,394 (+)

25 26 27 28 29 30

IMGVR_UViG_3300007646_000216|3300007646|Ga0105530_1000165|18800-55953: 15,314-25,035 (+)

25 26 27 28 29 30 31

IMGVR_UViG_3300008688_000227|3300008688|Ga0111559_1000100|82-37306: 15,389-25,105 (+)

25 26 27 28 MTase_II_00173 Type (CDS_0031) 35

IMGVR_UViG_3300007500_000101|3300007500|Ga0104983_100321: 15,321-33,800 (+)

25 26 27 28 29 30 31 32 33 34

Sir2 (NAD-dependent deacetylase) (CDS_0035)

AbiD__AbiD (CDS_0036)

Cas6b_WP_008118709.1 (CDS_0037)
cas8b2_I-B_8 (CDS_0038)

39

Sir2 (NAD-dependent deacetylase) (CDS_0040)

41

IMGVR_UViG_2675903555_000003|2675903555|2675988402|1148495-1191443: 14,818-29,802 (+)

19 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38
Sir2 (NAD-dependent deacetylase) (CDS_0039)

40

IMGVR_UViG_2565956860_000003|2565956860|2566007969: 14,703-27,110 (+)

tail protein 24 25

endolysin (CDS_0026)

27

tail assembly chaperone (CDS_0028)

holin (CDS_0029)
30

Sir2 (NAD-dependent deacetylase) (CDS_0031)

integrase (CDS_0032) 38 39

IMGVR_UViG_2651869710_000003|2651869710|2651893857|1638032-1677185: 15,233-26,290 (+)

25 26 27
tail assembly chaperone (CDS_0028)

29 30 31

uvig_319395: 14,854-29,108 (+)

24 25 26 27 28 29 30 31
Sir2 (NAD-dependent deacetylase) (CDS_0032)

33

IMGVR_UViG_3300006498_000086|3300006498|Ga0100374_100444: 15,347-24,262 (+)

25 26
Sir2 (NAD-dependent deacetylase) (CDS_0027)

28 30 31

IMGVR_UViG_3300008089_000176|3300008089|Ga0104978_1000078|174-38501: 15,347-22,353 (+)

25 29 anti-CRISPR-Cas (AcrVIA2) (CDS_0030)

IMGVR_UViG_2558860926_000002|2558860926|2558911001|42772-82969: 15,347-24,192 (+)

25 26 27 28 29 30

IMGVR_UViG_2859127015_000001|2859127015|2859127015|35239-75855: 15,346-26,260 (+)

25 26 27 28 29 30 31

SRS143616_a1_ct29698_vs01: 15,389-32,202 (+)

25 26 27 28 29

tail assembly chaperone (CDS_0030)

31
32

33 34 35 36 37
ABC transporter (CDS_0038)

39

Sir2 (NAD-dependent deacetylase) (CDS_0040)

41

IMGVR_UViG_3300009363_000022|3300009363|Ga0115223_1000275: 15,347-30,131 (+)

25 26 27 28 29 30 31 32 33 34 35

PDC-M11B_WP_204471233.1 (CDS_0036)

MTase_II_00173 Type (CDS_0037)

38

anti-CRISPR-Cas (AcrVIA2) (CDS_0039)

SspD_00001 SspD (CDS_0040)
41

IMGVR_UViG_3300007206_000007|3300007206|Ga0103276_1000085: 15,314-25,330 (+)

25 26 27 28
Sir2 (NAD-dependent deacetylase) (CDS_0029)

30 32 33 34

7000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC)

anti-defence (dbAPIS)


