tail fiber assembly protein (CDS_0022) HNH endonuclease (CDS_0028)

endolysin (CDS_0026) tRNA-Undet(NNN)
16 17 18 19 20 UG17(CDS_0021) 23 24 25 27 293031 32 33 | 34 35
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MGV-GENOME-0186312: 9,878-25,647 (+)
HNH endonuclease (CDS_0021) 22 23 24 25 26

MGV-GENOME-0148746:9,878-20,324 (+)
tail fiber assembly protein (CDS_0022)
amidase (CDS_0026)
UG17 (CDS_0021) 23 2425 27

MGV-GENOME-0175956:9,879-23,463 (+)
tail fiber assembly protein (CDS_0023)
21  UG17(CDS_0022) 24 25
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MGV-GENOME-0154422:9,878-21,074 (+)

tail fiber assembly protein (CDS_0022)
endolysin (CDS_0026)
UG17 (CDS_0021) 23 24 25 27 28
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MGV-GENOME-0168270: 9,884-22,955 (+)
21 22 23

1
MGV-GENOME-0140710: 9,884-19,365 (+)
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MGV-GENOME-0137864: 9,878-19,038 (+)

MTase_l1_00048 Type (CDS_0022)
21 23 24 2526 27 28

——— — —— — — e — —— |
MGV-GENOME-0153928:9,878-21,010 (+)

14 16 20 21 22

MG\/ GENOME-0138257:9,471-19. 082( ) =
RNA polymerase beta subunit (CDS_0026)
HNH endonuclease (CDS_0027)
21 22 232425 | 28 29 30 31 32 33

MGV-GENOME-0167009: 9,878-22,774 (+)
RNA polymerase beta subunit (CDS_0025)
HNH endonuclease (CDS_0026)
20 21 222324 \ 27 28 29 30 31

MGV-GENOME-0162284:9,878-22,124 (+)

RNA polymerase betisubunit (CDS_0026)
HNH endonuclease (CDS_0027)
21 22232425 | 28 2930 31 32 33
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MGV-GENOME-0171815:9,878-23,452 (+)

RNA polymerase beta subunit (CDS_0026)
HNH endonuclease (CDS_0027)
21 22 232425 | 28 29 30 31

T
MGV-GENOME-0157871:9,882-21,535 (+)

RNA polymerase betisubu nit (CDS_0030)
HNH endonuclease (CDS_0031)
21 22 23 2425 26 272829 | 32 3334 35
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MGV-GENOME-0171034: 9,878-23,341 (+)

6000 nt i
DNA, RNA and nucleotide metabolism lysis tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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